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GE NLR RFALMRRESGFISGLVAVLHDTTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDEGAL®E VAPPFIKVSLDE
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TNRMMRM TDLLBILS{IDNEITSHLDVELMNFTAFMT ILNRFDIY KEQINEAKIGYE VRDYPIRNS W EIDTDKMTQV DNILN
TNRMMRMI DLLNLSRIDNQj MLEVE TNFTAFMTEILNRFDIR KNQIEMXHTEKVYEIVRDYPIWSVW EIDJDKMTQVI NILN
TNRMMRMITDLLNLSRIDNQTSHLDVELTNFTAFMY IL REFD[N [NRJQNESITRIKVYEI RDYPMYSVW EIDTDKMTQVIDNILN
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NAIKYSPDGGKITVRMKTT |jQ ILSISDEIGLGIPKWNDLPIAIIFDRFYRVD ARSRAQGGTGLGL IAKEIIKQHKGFIWAKSEYG
NAIKYSPDGGKITVRMKTTDTQLI SISDQGLGIPKKDLPLIFDRFYRVDKARSRAQGGTGLGLATAKEIIKQH GFIWAKS YG
NATKYSPDGGK T QMNTTDTQLILSISDQGLGIPKKDLPLIFDRFYRVDKARSRAQGGTGLGLAIAKEI KQHKGF IWANSEG
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