
logo

ML
I
M
N
S
D
KI
V
Y
F
L
V
I
C
LEDNTDVPVFIKNQTLEQHRQEGSFVNRMILVEKNTRMQTVI FILAGKYEDADKNTELYI ILMSMTERKDIRTEEKLNSEHKQNKLWI SEPMTYI ENQRKSEIRAHYAFLDEGLTKI

L
A
V
T
Y
F
T
A
D
S
G
A
E
N
K
E
S
I
P
V
D
K
N
Q
Y
H
R
C
D
Q
E
I
V
L
F
T
I
L
E
K
D
K
N
E
A
D
K
Q
Y
L
A
V
I
D
K
P
S
V
E
G
S
E
N
E
K
M
Q
R
D
N
S
G
E
D
F
R
N
V
I
P
H
N
G

Q
C
V
I
L
F
YFLDLIQEDLI SKHKTGVDEINDE I

T
Q
K
N
Q
KGMILFDKE I

L
M
V
G
A
K
N
R
S
V

Q
A
Q
S
E
F
L IRKNREQHRKYH

NTDB id 7 SA RS10585 WP 000688492.1 .MKIFICEDDPKQRENMVTIIKNYIMIEEKPMEIALATDNPYEVLEQAKNMNDIGCYFLDIQLST.DINGIKLGSEIRKH 78
NTDB id 420 DQL23 RS10740 WP 008808031.1 .MKVLVLEDTIEHQVRIENVFEEISRELNLEIKA.KVTGKIHEFKEYVESDEVNQLYFLDIDIKGEEQKGLEMAQFIRQH 78
NTDB id 417 SGO RS10500 WP 008808031.1 .MKVLVLEDTIEHQVRIENVFEEISRELNLEIKA.KVTGKIHEFKEYVESDEVNQLYFLDIDIKGEEQKGLEMAQFIRQH 78
NTDB id 627 AAM18091.1 1453..2205( ) .MKVLILEDVIQHQVRLERTLDEISKELNIPISY.KTTGKEREFKEYIENDEVNQLYFLDIDIHGVEKKGFEVAQFIRRH 78
NTDB id 250 KZH43 RS10245 WP 000866065.1 .MKVLILEDVIEHQVRLERILDEISKESNIPISY.KTTGKVREFEEYIENDEVNQLYFLDIDIHGIEKKGFEVAQLIRHY 78
NTDB id 209 SPD RS10920 WP 000866065.1 .MKVLILEDVIEHQVRLERILDEISKESNIPISY.KTTGKVREFEEYIENDEVNQLYFLDIDIHGIEKKGFEVAQLIRHY 78
NTDB id 175 SPR RS10400 WP 000866065.1 .MKVLILEDVIEHQVRLERILDEISKESNIPISY.KTTGKVREFEEYIENDEVNQLYFLDIDIHGIEKKGFEVAQLIRHY 78
NTDB id 139 SP RS11425 WP 000866065.1 .MKVLILEDVIEHQVRLERILDEISKESNIPISY.KTTGKVREFEEYIENDEVNQLYFLDIDIHGIEKKGFEVAQLIRHY 78
NTDB id 487 SM12261 RS09370 WP 000866073.1 .MKVLILEDVIEHQVRLERILDEISKESNIPISY.KTTGKVREFKEYIENDEVNQLYFLDIDIHGIEKKGFEVAQFIRHH 78
NTDB id 515 SMSK321 RS0102895 WP 000866074.1 .MKVLILEDVIEHQVRLERILDEISKESNIPISY.KTTGKVREFKEYIENDEVNQLYFLDIDIHGIEKKGFEVAQLIRHY 78
NTDB id 545 H702 RS02385 WP 052071091.1 MIDIYVLEDNVNQQFRIEKMIGDLLETNQWETRHFDLFSEPDCLTN.LVEESFPQIFFLDIDIHGDNTKGIEVAKAIREK 79
NTDB id 542 H702 RS02345 WP 039696227.1 MLDIFILEDNITQQFRIERQIETIMERNHWEYQRLEAFAASKDIIKKADGQGNHQVFFLDLEIKGDEKQGLDVARSIREK 80
NTDB id 83052 H7680 RS02570 WP 046159788.1 .MNIFILEDDFLQQSRIEKIIYKILTDNKWEINHLGVYGKPNQLLEDISERGRHQLFFLDIDIKGEDKKGMEIAVEIRNR 79
NTDB id 55 SMU RS08710 WP 002262114.1 MISIFVLEDDFLQQGRLETTIAAIMKEKNWSYKELTIFGKPQQLIDAIPEKGNHQIFFLDIEIKKEEKKGLEVANQIRQH 80
consensus ******!! ***************** **** * ******* ************!!!***** ***! **** !!

logo

S
D
N
R
P
S
V
T
Y
G
A
N
T
V
I I IVF IVTTSHRSELFTMAYLPTVLSTFYRVQKASYLKQVAGSAI

M
LDF IVFDKENSTDMDLIKPNAEPDDNEEASLMI

L
F
G
R
S
K
D
G
T
H
K
N
R
L
V
I
I
K
E
L
S
K
D
Q
S
A
C
N
L
I
E
K
L
Q
T
Y
V
F
E
K
T
Y
V
A
T
F
H
L
M
Q
R
K
D
K
T
E
N
S
D
R
Y
N
M
S
Q
L
T
G
I
Q
L
LLK

S
E
F
G
K
N
D
G
K
N
S
T
E
F
I
L
N
Q
D
A
G
P
I
S
V
K
E
V
N
E
D
I
L
T
F
S
Y
I
Y
F
I
L
V
E
D
L
F
Y
H
K
T
E
S
N
R
S
T
F
N
Y
A
G
N
S
V
R
K
E
S
K
G
A
S
T
N
K
R
S
E
Q
D
F
V
I
L
Y
Q
R
K
V
I
A
Q
P
L
F
Y
A
E
S
D
R
H

NTDB id 7 SA RS10585 WP 000688492.1 DPVGNIIFVTSHSELTYLTFVYKVAAMDFIFKDDPAE.LRTRIIDCLETAHTRLQLLSKDNSVETIELKRGSNSVYVQYD 157
NTDB id 420 DQL23 RS10740 WP 008808031.1 NPYAIIVFVTSHSEFATLTFKYKVSALDFIDKDINDNSFKKRVKDCIVYTRNNLI..ENTDIVDFFEYSFRGNEIRIPFR 156
NTDB id 417 SGO RS10500 WP 008808031.1 NPYAIIVFVTSHSEFATLTFKYKVSALDFIDKDINDNSFKKRVKDCIVYTRNNLI..ENTDIVDFFEYSFRGNEIRIPFR 156
NTDB id 627 AAM18091.1 1453..2205( ) NPYAIIVFITSRSEFATLTYKYQVSALDFVDKDINDELFKKRIEQSILYTKSMLL..ENKDVVDYFDYNYKGNDLKIPYH 156
NTDB id 250 KZH43 RS10245 WP 000866065.1 NPYAIIVFITSRSEFATLTYKYQVSALDFVDKDINDEMFKKRIEQNIFYTKSMLL..ENEDVVDYFDYNYKGNDLKIPYH 156
NTDB id 209 SPD RS10920 WP 000866065.1 NPYAIIVFITSRSEFATLTYKYQVSALDFVDKDINDEMFKKRIEQNIFYTKSMLL..ENEDVVDYFDYNYKGNDLKIPYH 156
NTDB id 175 SPR RS10400 WP 000866065.1 NPYAIIVFITSRSEFATLTYKYQVSALDFVDKDINDEMFKKRIEQNIFYTKSMLL..ENEDVVDYFDYNYKGNDLKIPYH 156
NTDB id 139 SP RS11425 WP 000866065.1 NPYAIIVFITSRSEFATLTYKYQVSALDFVDKDINDEMFKKRIEQNIFYTKSMLL..ENEDVVDYFDYNYKGNDLKIPYH 156
NTDB id 487 SM12261 RS09370 WP 000866073.1 NPYAIIVFITSRSEFATLTYKYQVSALDFVDKDINDELFKKRIEQNIFYTKSMLL..ENEDVVDYFDYNYKGNDLKIPYH 156
NTDB id 515 SMSK321 RS0102895 WP 000866074.1 NPYAIIVFITSRSEFATLTYKYQVSALDFVDKDINDELFKKRIEQNIFYTKSMLL..ENEDVVDYFDYNYKGNDLKIPYH 156
NTDB id 545 H702 RS02385 WP 052071091.1 SRTATIVFVTTHSEFMLLTYRAQVSALDFIDKTDKDDAIKDNLKKCLQKVFEDQG...FNIPKEIFVFENNKTKIRIPLE 156
NTDB id 542 H702 RS02345 WP 039696227.1 DPTAIIVFVTTHSEFMLLTYQSLVGAIDFIDKNMNDEAFGGRIELCLKEALKYQT...GSFGENSYLFETAKARIRVAYD 157
NTDB id 83052 H7680 RS02570 WP 046159788.1 DPYAVIVFVTTHSEFMPVSFQYQVSALDFIDKELPEELFSHRIEKAITYVQDNQG...KTLAEDSFVFTNVKSQIQVPFS 156
NTDB id 55 SMU RS08710 WP 002262114.1 NPSAVIVFVTTHSEFMPLTFQYQVSALDFIDKSLNPEEFSHRIESALYYAMENSQ..KNGQSEELFIFHSSETQFQVPFA 158
consensus *****!*!*!* !!*********!*!*!!**!************ * **** ** ** ******** **********

logo

E
D
L
I
M
L
F
YFI ESTASTELPSTGI

K
S
T
V
A
V
P
S
Y
HRKVLCKIRAVLIHVYI LSTGDTYKDKTNEQRGFFRQARTVIKHEFYGNQSTLIMS

K
A
T
E
D
L
V
I
A
M
S
V
Q
K
Q
E
A
L
M
S
Q
K
N
D
Q
D
K
D
E
H
L
T
G
Q
K
Y
R
L
F
L
F
Y
K
Q
R
S
A
C
PHNRKSYF IVL ISVNLRPVIAHYNSGNVI EVTSRGRSEFLYIDSKRSKKETNGKRL ITDLEAIVLYVLYFDERKYGDNEKNGDELSKHAHYSRSC I

L
Q
Y
P
A
V
I
T
S
V
R
D
K
R
T
L
N
Y
R
K

NTDB id 7 SA RS10585 WP 000688492.1 DIMFFESSTKSHRLIAHLDNRQIEFYGNLKELSQLDD...RFFRCHNSFVVNRHNIESIDSKERIVYFKNKEHCYASVRN 234
NTDB id 420 DQL23 RS10740 WP 008808031.1 DILYIETTGSPYKLRVVGKNFFKEFYGTIAEIQEQDKELGYFFSPHKSYLSNISNISGYDKKTKDVLYYDGHRSPISRLR 236
NTDB id 417 SGO RS10500 WP 008808031.1 DILYIETTGSPYKLRVVGKNFFKEFYGTIAEIQEQDKELGYFFSPHKSYLSNISNISGYDKKTKDVLYYDGHRSPISRLR 236
NTDB id 627 AAM18091.1 1453..2205( ) DILYIETTGVSHKLRIIGKNFAKEFYGTMADIQEKDKDTQRFYSAHKSFLVNVGNIREIDRKNLEVVFYEDHRCPITRLK 236
NTDB id 250 KZH43 RS10245 WP 000866065.1 DILYIETTGVSHKLRIIGKNFAKEFYGTMTDIQEKDKHTQRFYSPHKSFLVNIGNIREIDRKNLEIVFYEDHRCPISRLK 236
NTDB id 209 SPD RS10920 WP 000866065.1 DILYIETTGVSHKLRIIGKNFAKEFYGTMTDIQEKDKHTQRFYSPHKSFLVNIGNIREIDRKNLEIVFYEDHRCPISRLK 236
NTDB id 175 SPR RS10400 WP 000866065.1 DILYIETTGVSHKLRIIGKNFAKEFYGTMTDIQEKDKHTQRFYSPHKSFLVNIGNIREIDRKNLEIVFYEDHRCPISRLK 236
NTDB id 139 SP RS11425 WP 000866065.1 DILYIETTGVSHKLRIIGKNFAKEFYGTMTDIQEKDKHTQRFYSPHKSFLVNIGNIREIDRKNLEIVFYEDHRCPISRLK 236
NTDB id 487 SM12261 RS09370 WP 000866073.1 DILYIETTGVSHKLRIIGKNFAKEFYGTMTDIQEKDKHTQRFYSPHKSFLVNIGNIREIDRKNLEIVFYEDHRCPISRLK 236
NTDB id 515 SMSK321 RS0102895 WP 000866074.1 DILYIETTGVSHKLRIIGKNFAKEFYGTMTDIQEKDKHTQRFYSPHKSFLVNIGNIREIDRKNLEIVFYEDHRCPISRLK 236
NTDB id 545 H702 RS02385 WP 052071091.1 DILYFETAE.SHRLKLITKTGQRHFYGSIKEVMQANQ...KLFRCHKSYLINLNNIVRLDKKEGLVYFDDDKACYVSRKY 232
NTDB id 542 H702 RS02345 WP 039696227.1 DILYFETSPTVHRVILHTKTGQTEFYGTIAEVAKSDK...RLLKCHRSFVINVNNVTEFDKSTRTAYFENGSYCQVSRDK 234
NTDB id 83052 H7680 RS02570 WP 046159788.1 DLLYIETSLIPHKLILYSTKQRVEFYGQLSEIVEQDD...RLFQCHRSFVVNPYNISSIDRSERLVYLKGGLSCIVSRLK 233
NTDB id 55 SMU RS08710 WP 002262114.1 EILYFETSSTAHKLCLYTYDERIEFYGSMTDIVKMDK...RLFQCHRSFIVNPANITRIDRKKRLAYFRNNKSCLISRTK 235
consensus *****!*************** **!!!******* ** *****!*!***!**!* **!** ****************



<0

logo

L
V
I
T
K
R
D
S
Y
K
I
L
I
M
R
K
K
S
A
E
D
E
K
V
I
I
V
M
L
A
R
K
E
D
E
N
A
K
Q
L
K
H
K
R
S
R
T
K
Q
A
K
K
E
K
ENKK

NTDB id 7 SA RS10585 WP 000688492.1 VKKI............... 238
NTDB id 420 DQL23 RS10740 WP 008808031.1 VRYLKEILKAKSKKEENKK 255
NTDB id 417 SGO RS10500 WP 008808031.1 VRYLKEILKAKSKKEENKK 255
NTDB id 627 AAM18091.1 1453..2205( ) VRKLRDILEKKSKK*.... 250
NTDB id 250 KZH43 RS10245 WP 000866065.1 IRKLKDILEKKSQK..... 250
NTDB id 209 SPD RS10920 WP 000866065.1 IRKLKDILEKKSQK..... 250
NTDB id 175 SPR RS10400 WP 000866065.1 IRKLKDILEKKSQK..... 250
NTDB id 139 SP RS11425 WP 000866065.1 IRKLKDILEKKSQK..... 250
NTDB id 487 SM12261 RS09370 WP 000866073.1 IRKLKDILEKKSQK..... 250
NTDB id 515 SMSK321 RS0102895 WP 000866074.1 IRKLKDILEKKSQK..... 250
NTDB id 545 H702 RS02385 WP 052071091.1 IKDLRSKMENLK....... 244
NTDB id 542 H702 RS02345 WP 039696227.1 VKKLMAEMR.......... 243
NTDB id 83052 H7680 RS02570 WP 046159788.1 IRSLIKVVEELHTKEK... 249
NTDB id 55 SMU RS08710 WP 002262114.1 LTKLRAVIADQRRAK.... 250
consensus ********* ** *

X non conserved

X similar

X ≥ 50% conserved


