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NTDB id 476 HSISS4 RS06995 WP 013990225.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFROQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKASSLDKS 85
NTDB id 293 STER RS06925 WP 011681416.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKASSLDKS 85
NTDB id 325 STU RS16125 WP 002946410.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKASSLDKS 85
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NTDB id 83044 H7680 RS01745 WP 003057826.1 Q 170
NTDB id 476 HSISS4 RS06995 WP 013990225.1 VTTKPTKENKAIYQKYVDSLG GWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW 170
NTDB id 293 STER RS06925 WP 011681416.1 VITKPTKENKA YQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW 170
NTDB id 325 STU RS16125 WP 002946410.1 VTTKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW 170
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NTDB id 83044 H7680 RS01745 WP 003057826.1 255
NTDB id 476 HSISS4 RS06995 WP 013990225.1 254
NTDB id 293 STER RS06925 WP 011681416.1 254
NTDB id 325 STU RS16125 WP 002946410.1 254
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NTDB id 83044 H7680 RS01745 WP 003057826.1 340
NTDB id 476 HSISS4 RS06995 WP 013990225.1 338
NTDB id 293 STER RS06925 WP 011681416.1 338
NTDB id 325 STU RS16125 WP 002946410.1 . 338
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NTDB id 83044 H7680 RS01745 WP 003057826.1 Q 425
NTDB id 476 HSISS4 RS06995 WP 013990225.1 423
NTDB id 293 STER RS06925 WP 011681416.1 423
NTDB id 325 STU RS16125 WP 002946410.1 423
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NTDB id 476 HSISS4 RS06995 WP 013990225.1 SIVRVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTAL IFSLLVGDILMT IDPRIKLTSKGGKR 497
NTDB id 293 STER RS06925 WP 011681416.1 SIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGKR 497
NTDB id 325 STU RS16125 WP 002946410.1 SIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGKR 497
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