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NTDB id 83008 H7678 RS05625 WP 012766987.1 .MNKLKKEVFSDQYNHFFHFFAVFTGIFVVMTIIILQIMRFGVYSSVDSSLISVSNNASSYANRTMARISSFYFDAENNVIKPLP 84
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NTDB id 259 KZH43 RS03480 WP 000491790.1 DASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAV 166
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NTDB id 259 KZH43 RS03480 WP 000491790.1 DVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMT 336
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