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NTDB id 595 KW2 RS08725 WP 021037687.1 ....MEKILDKLKEYWKIMLLVVCALIAGGIFYIFTNSPKPAET.....LSVENLSSSSTKSSVSK.......FNSSSSEKNKNE 69
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ....MESIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPHTPVKE.TNLQAEVVAISKDSSTE.......KDVKKEEKEEPVEQDL 73
NTDB id 493 SM12261 RS04300 WP 000387351.1 ....MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKE.TNLQAEVVAVSKDSVSE.......KEVKKEEKEEPLEQDL 73
NTDB id 153 SP RS04730 WP 000387344.1 ....MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKE.TNLQAEVAAVSKDSSTE.......KEVKKEEKEEPLEQDL 73
NTDB id 263 KZH43 RS04195 WP 000387330.1 ....MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKE.TNLQAEVAAVSKDLVSE.......KEVNKEEKEEPLEQDL 73
NTDB id 222 SPD RS04535 WP 000387330.1 ....MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKE.TNLQAEVAAVSKDLVSE.......KEVNKEEKEEPLEQDL 73
NTDB id 188 SPR RS04295 WP 000387330.1 ....MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKE.TNLQAEVAAVSKDLVSE.......KEVNKEEKEEPLEQDL 73
NTDB id 82958 H7679 RS06315 WP 024396038.1 .MDTIKTYIEMLKEYKWQIALPAVAGLLMGTFLIFSQPAKS......DQTGLTDFPQTAQTSSSSDLGEET...S.TEASEEPSQ 74
NTDB id 300 STER RS07485 WP 011681496.1 MKEKILAYV...KDNRLFVSVIAVLMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEGSEKVKSK 82
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NTDB id 595 KW2 RS08725 WP 021037687.1 IMVDLKGAVAKPNVYQISSDERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDSPTGSSVSNQISTTSG 154
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ITVDVKGAVKSPGIYDLSVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQ.HTGSGA.....PSSTSKD 152
NTDB id 493 SM12261 RS04300 WP 000387351.1 ITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQ.QAGPGT.....ASSTSKE 152
NTDB id 153 SP RS04730 WP 000387344.1 ITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGSGT.....ASSTSKE 152
NTDB id 263 KZH43 RS04195 WP 000387330.1 ITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGLGT.....ASSISKE 152
NTDB id 222 SPD RS04535 WP 000387330.1 ITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGLGT.....ASSISKE 152
NTDB id 188 SPR RS04295 WP 000387330.1 ITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGLGT.....ASSISKE 152
NTDB id 82958 H7679 RS06315 WP 024396038.1 LVVDVKGAVVKPGLYTLEAGARVNDAVEAAGGLTSQANPKSINLAQKLSDEAVVYVASKDENISVVTSTATSSAMS...QEEKNT 156
NTDB id 300 STER RS07485 WP 011681496.1 VTVDVKGAVVNPGVYTLKAGARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTGTGQVSDKGGQAVSKD 167
consensus **!!*!!!!**!**!******!**!****!!!*!**!**!!*!!*****!!***!!****!** ** *** ** *** ***

logo

G
P
S
K
L
KI
VNI

LNTKADTSESLATEDQELQKKTQLIVTSKGI
LGQAGKKRAAEQDVI IADFYHRMEKSAHNGDGKFQKS IVEDDELGNKNKVSGFIGADGKTMLIDESKI

L
R
K
E
P
D
E
S
Y
I
L
V
S
Y
T
I
V
A
D

NTDB id 595 KW2 RS08725 WP 021037687.1 PKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKDEISID 218
NTDB id 521 SMSK321 RS04960 WP 000443804.1 KKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 KKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 KKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 KKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 KKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 KKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 82958 H7679 RS06315 WP 024396038.1 SLVNLNTATEADLQTISGIGAKRAADIIAYREANGGFKSVDDLNNVSGIGDKTMESIRPYVTVD 220
NTDB id 300 STER RS07485 WP 011681496.1 GKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLDKIRESLYVA 231
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