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NTDB id 82929 H7679 RS00825 WP 184495829.1 MINNVVLVGRLTRDAELRYTPSNVAVATFTLAVNRSFKNEAGEREADFINCVIWRQAAKNLANWAKKGALIGITGNIQTRHYDNQ 85
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTRNYENQ 85
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTRNYENQ 85
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NTDB id 82929 H7679 RS00825 WP 184495829.1 QGQRVYVTEVIASNFQLLESRNNQSGQQNQS..NSFQNGNNSNSGNFQSGN.NQGYQSPFGNQSTPDFSRSNQQSFFQGRTTNPM 167
NTDB id 624 LCA RS00040 WP 011373726.1 QGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGNAPAANNTQADPF..ANNGQAI 161
NTDB id 113 BSU 40900 NP 391970.1 QGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDPF..ANDGKPI 163
consensus !!!!!*!!!!*******!!*** * * ** *** *** * ** **** ****** * ** ** **! ** ****

logo DI SDDDLPF
NTDB id 82929 H7679 RS00825 WP 184495829.1 DISDDDLPF 176
NTDB id 624 LCA RS00040 WP 011373726.1 DISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 DISDDDLPF 172
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