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NTDB id 105 BSU 25590 NP 390437.1 ........MNWLNQHKKAIILAASAAVFTAIM.IFLATGKNKEPVK..........QAVPTET.........ENTVVKQEANNDE 57
NTDB id 595 KW2 RS08725 WP 021037687.1 ....MEKILDKLKEYWKIMLLVVCALIAGGIFYIFTNSPKPAETL..S.......VENLSSSSTKSS.......VSKFNSSSSEK 65
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ....MESIIEKIKEYKIIVICTG.LGLLVG..GFFLLKPAPHTPV..KETNLQAEVVAISK....DSSTE...KDVKKEEKEEPV 69
NTDB id 493 SM12261 RS04300 WP 000387351.1 ....MEAIIEKIKEYKIIVICTG.LGLLVG..GFFLLKPAPQTPV..KETNLQAEVVAVSK....DSVSE...KEVKKEEKEEPL 69
NTDB id 153 SP RS04730 WP 000387344.1 ....MEAIIEKIKEYKIIVICTG.LGLLVG..GFFLLKPAPQTPV..KETNLQAEVAAVSK....DSSTE...KEVKKEEKEEPL 69
NTDB id 263 KZH43 RS04195 WP 000387330.1 ....MEAIIEKIKEYKIIVICTG.LGLLVG..GFFLLKPAPQTPV..KETNLQAEVAAVSK....DLVSE...KEVNKEEKEEPL 69
NTDB id 222 SPD RS04535 WP 000387330.1 ....MEAIIEKIKEYKIIVICTG.LGLLVG..GFFLLKPAPQTPV..KETNLQAEVAAVSK....DLVSE...KEVNKEEKEEPL 69
NTDB id 188 SPR RS04295 WP 000387330.1 ....MEAIIEKIKEYKIIVICTG.LGLLVG..GFFLLKPAPQTPV..KETNLQAEVAAVSK....DLVSE...KEVNKEEKEEPL 69
NTDB id 82903 H7677 RS06080 WP 184493068.1 .MDTIKTYIEMLKEYKWQIALPAVAGLLMATFLIF...SQPAKSD...QTGL.TDF...PQTEQASSSQEQ...TEETST.EESE 70
NTDB id 300 STER RS07485 WP 011681496.1 MKEKILAYV...KDNRLFVS...VIAVLMVIFCFFLWMTCGAGNSMEAETSY.TDVTALSTSSSKQSSQSLSEASSQSKTEGSEK 78
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NTDB id 105 BSU 25590 NP 390437.1 SNETIVIDIKGAVQHPGVYEMRTGDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGGGSV.....QSD 137
NTDB id 595 KW2 RS08725 WP 021037687.1 NKNEIMVDLKGAVAKPNVYQISSDERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDSPTGSSVSNQIS 150
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EQDLITVDVKGAVKSPGIYDLSVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQH.TGSGA.....PSS 148
NTDB id 493 SM12261 RS04300 WP 000387351.1 EQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQ.AGPGT.....ASS 148
NTDB id 153 SP RS04730 WP 000387344.1 EQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGSGT.....ASS 148
NTDB id 263 KZH43 RS04195 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGLGT.....ASS 148
NTDB id 222 SPD RS04535 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGLGT.....ASS 148
NTDB id 188 SPR RS04295 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGLGT.....ASS 148
NTDB id 82903 H7677 RS06080 WP 184493068.1 ELSQLTVDVKGAVEKPGLYTLEAGARVNDAVEAAGGLTSQADPKSINLAQKLSDEAVVYVASKGENISVVASTTASSAMS...PE 152
NTDB id 300 STER RS07485 WP 011681496.1 VKSKVTVDVKGAVVNPGVYTLKAGARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTGTGQVSDKGGQA 163
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NTDB id 105 BSU 25590 NP 390437.1 GGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK 205
NTDB id 595 KW2 RS08725 WP 021037687.1 TTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKDEISID 218
NTDB id 521 SMSK321 RS04960 WP 000443804.1 TSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 TSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 TSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 ISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 ISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 ISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 82903 H7677 RS06080 WP 184493068.1 EKSTSLVNLNTATEADLQTISGIGAKRAADIIAYREANGGFKSVNDLNNVSGIGDKTMESIRPYVTVE 220
NTDB id 300 STER RS07485 WP 011681496.1 VSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLDKIRESLYVA 231
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