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NTDB id 596 KW2 RS08720 WP 021037686.1 ..MRFLLIKFPLIFLTYLVVLLYFCIFTYNLPLL....ILFICSILL..AL.........FRKYYLMIPILIVFAVFFLLINSLS 68
NTDB id 82902 H7677 RS06075 WP 024381561.1 .MSRLSKLPCQPVHLAVLAVA........AYFAVHSFSLLTMCLLSLVLAVFGVRQGKTVFLKTLPLLTLCG...LFFGCQKVQW 73
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVFLLVCLFIQ....FP.......WKSAGKVLIICGIFGFWFLFQNWQQ 74
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVFLLVCLFIQ....FL.......WKSAGKVLVICGIFGFWFVFQNWQQ 74
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQ....FP.......WKSAGKVLIICGIFGFWFVFQNWQQ 74
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQ....FP.......WKSAGKVLIICGIFGFWFVFQNWQQ 74
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQ....FP.......WKSAGKVLIICGIFGFWFVFQNWQQ 74
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQ....FP.......WKSAGKVLIICGIFGFWFVFQNWQQ 74
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NTDB id 596 KW2 RS08720 WP 021037686.1 IRDNENQPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNFNGFDDQK 153
NTDB id 82902 H7677 RS06075 WP 024381561.1 ERAAQSAPEQVTTVQVIPDTIDINGDSLSFRGRADGQNYQVFYKLTSQEEQTYFQNLADLVQLEVEAEVSLPAGQRNFKGFDYQA 158
NTDB id 494 SM12261 RS04305 WP 000942409.1 SQASQNLADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQRNFGGFDYQA 159
NTDB id 522 SMSK321 RS04965 WP 000942453.1 SQASQNLSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNFGGFDYQA 159
NTDB id 189 SPR RS04300 WP 000942407.1 SQASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQA 159
NTDB id 223 SPD RS04540 WP 000942407.1 SQASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQA 159
NTDB id 154 SP RS04735 WP 000942394.1 SQASQNLADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQA 159
NTDB id 264 KZH43 RS04200 WP 000942407.1 SQASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQA 159
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NTDB id 596 KW2 RS08720 WP 021037686.1 YLASQNIYRQITIQQITNVEIKKNFD....LHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSSLGIIHLFALS 234
NTDB id 82902 H7677 RS06075 WP 024381561.1 YLKTQGIYRTVKLTAIKKIVPVQSWNVFDWLSTWRRQALVYVKTNFPAPMSHYMTGLLFGELDSDFDQMSDLYSSLGIIHLFALS 243
NTDB id 494 SM12261 RS04305 WP 000942409.1 YLKTQGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLYSSLGIIHLFALS 244
NTDB id 522 SMSK321 RS04965 WP 000942453.1 YLKTQGIYQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALS 244
NTDB id 189 SPR RS04300 WP 000942407.1 YLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALS 244
NTDB id 223 SPD RS04540 WP 000942407.1 YLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALS 244
NTDB id 154 SP RS04735 WP 000942394.1 YLKTQGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALS 244
NTDB id 264 KZH43 RS04200 WP 000942407.1 YLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALS 244
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NTDB id 596 KW2 RS08720 WP 021037686.1 GMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNI...RLTSLDNIGVTTLVLMLISPKFLLTTG 316
NTDB id 82902 H7677 RS06075 WP 024381561.1 GMQVGFFIDKFRWILLRLGLTKETVDKLQIPFSLVYAGLTGFSVSVVRSLVQKILGNLGLRKLDNFAVTVFICLLILPRFLLTAG 328
NTDB id 494 SM12261 RS04305 WP 000942409.1 GMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFLTAG 329
NTDB id 522 SMSK321 RS04965 WP 000942453.1 GMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIIMPNFFLTAG 329
NTDB id 189 SPR RS04300 WP 000942407.1 GMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFFTAG 329
NTDB id 223 SPD RS04540 WP 000942407.1 GMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFFTAG 329
NTDB id 154 SP RS04735 WP 000942394.1 GMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFLTAG 329
NTDB id 264 KZH43 RS04200 WP 000942407.1 GMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFFTAG 329
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NTDB id 596 KW2 RS08720 WP 021037686.1 GQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFDFMLLPLLLCCFLISFLGFSL 401
NTDB id 82902 H7677 RS06075 WP 024381561.1 GVLTFTYAFLLTVFD..FEDLGQVKKAAVESLSISLGILPVLMTYFYAFQPLSILLTFVFSFVFDVLLLPGLSVIFLLSPVVKMT 411
NTDB id 494 SM12261 RS04305 WP 000942409.1 GVLSCAYAFILTMTS..KEGEG.LKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPLLSILFALSFLHPVI 411
NTDB id 522 SMSK321 RS04965 WP 000942453.1 GVLSCAYAFILTMTS..KEGEG.LKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPLLSVLFALSFLYPVI 411
NTDB id 189 SPR RS04300 WP 000942407.1 GVLSCAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPLLSILFVLSFLYPVI 411
NTDB id 223 SPD RS04540 WP 000942407.1 GVLSCAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPLLSILFVLSFLYPVI 411
NTDB id 154 SP RS04735 WP 000942394.1 GVLSCAYAFILTMTS..KEGEG.LKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPLLSILFVLSFLYPVI 411
NTDB id 264 KZH43 RS04200 WP 000942407.1 GVLSCAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPLLSILFVLSFLYPVI 411
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NTDB id 596 KW2 RS08720 WP 021037686.1 NLNFIFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVGFIFLFFFITKNPMRASITAVDIGQGD 486
NTDB id 82902 H7677 RS06075 WP 024381561.1 WVNGFFVFMEKIIVWVADLGLRPWILGKPSELVLLLLLVSLFLLYDFHRRKKWLLGLSLVLALLFFITKHPLENEVTVLDIGQGD 496
NTDB id 494 SM12261 RS04305 WP 000942409.1 QLNFIFEWLEGMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLAVLSLLITGLFFLTKHPLENEITMLDVGQGE 496
NTDB id 522 SMSK321 RS04965 WP 000942453.1 QLNFIFEWLEGMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLAVLSLLITGLFFLTKYPLENEITMLDVGQGE 496
NTDB id 189 SPR RS04300 WP 000942407.1 QLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLFLLTKHPLENEITMLDVGQGE 496
NTDB id 223 SPD RS04540 WP 000942407.1 QLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLFLLTKHPLENEITMLDVGQGE 496
NTDB id 154 SP RS04735 WP 000942394.1 QLNFIFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLSLLITGLFFLTKYPLENEITMLDVGQGE 496
NTDB id 264 KZH43 RS04200 WP 000942407.1 QLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLFLLTKHPLENEITMLDVGQGE 496
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NTDB id 596 KW2 RS08720 WP 021037686.1 SIFLQDKFNKENILIDTGGRLALP..QKNWQKAQTQSNADKTLIPYLESMGVAHIDQLILTHTDADHVGDFLSLADKIKIREIWV 569
NTDB id 82902 H7677 RS06075 WP 024381561.1 SIFLRDMRG.RTVLIDVGGRVDFAA.KEAWQERSRQANAERTLIPYLHSRGVDRIDSLVLTHTDTDHVGDVLEVAKQVQIGRIYV 579
NTDB id 494 SM12261 RS04305 WP 000942409.1 SIFLRDVTG.KIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSKIDQLILTNTDKEYVGDLLEVTKAFHVGEILV 580
NTDB id 522 SMSK321 RS04965 WP 000942453.1 SIFLRDVAG.KTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSRGVAKIDQLILTNTDKEHVGDLLEVTKAFHVGEILV 580
NTDB id 189 SPR RS04300 WP 000942407.1 SIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILV 580
NTDB id 223 SPD RS04540 WP 000942407.1 SIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILV 580
NTDB id 154 SP RS04735 WP 000942394.1 SIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILV 580
NTDB id 264 KZH43 RS04200 WP 000942407.1 SIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILV 580
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NTDB id 596 KW2 RS08720 WP 021037686.1 SPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNNDSIVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPK 654
NTDB id 82902 H7677 RS06075 WP 024381561.1 SPGSLTVPDFVATLKEINVPVHVVEVGERLPIFDSYLEVLYPDGTGDGGNNDSIVLYGRLLKTNFLFTGDLE.QGELDLIESYPN 663
NTDB id 494 SM12261 RS04305 WP 000942409.1 SKGSLKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGYEDSLVLYGKLLDKYFLFTGNLEEKGEKELLKHYPD 665
NTDB id 522 SMSK321 RS04965 WP 000942453.1 SKGSLKQKEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGGHDDSLVLYGKLLDKHFLFTGNLEEKGEKDLLKQYPD 665
NTDB id 189 SPR RS04300 WP 000942407.1 SKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPD 665
NTDB id 223 SPD RS04540 WP 000942407.1 SKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPD 665
NTDB id 154 SP RS04735 WP 000942394.1 SKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPD 665
NTDB id 264 KZH43 RS04200 WP 000942407.1 SKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPD 665
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NTDB id 596 KW2 RS08720 WP 021037686.1 LQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQETLETLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR. 736
NTDB id 82902 H7677 RS06075 WP 024381561.1 LPVDVLKAGHHGSKGSSYPEFLDHIEAKIALVSAGENNRYKHPHQETLERFDSRNIQVYRTDQQGAIRFRGW.REWRIETVRR 745
NTDB id 494 SM12261 RS04305 WP 000942409.1 LKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQETLTRLETINSKVYRTDQHGAIRFKGW.NSWKVETVG. 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQETLTRLEGINSKVYRTDQQGAIRFKGW.NSWKIESVR. 746
NTDB id 189 SPR RS04300 WP 000942407.1 LKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 223 SPD RS04540 WP 000942407.1 LKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 154 SP RS04735 WP 000942394.1 LKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 LKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
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