
logo MNDFEKI EQAAYDNLLLEDNVCQTR I
L
Q
E
N
TQLGHTNHI

LYDAML I EQNAACYVLAGDAQEHGEATDDLFVIVKNENNKTKLKRQLDNLTSKEEWRRTSYFQFLI LF IKANTQTSEQPQMLQYS
NTDB id 82880 H7677 RS00760 WP 184493713.1 MNFEKIEQAYDLLLENVQTIQNQLGTNIYDAMIEQNAAYVADQHETDLVVNNNKTLKQLDLTKEEWRRTYQFLLIKANQTEPMQY 85
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
consensus !*!!!!!*!!*!!!*!*!****!!*!**!!!*!!!!!*!*******!****!!!*!*!!*!*!!!!!!**!!**!!!*!****!*

logo NHQFTPDS IGF I LI SLFYLVLDEQGLVTPNTKQSKQVLTDVI LI E IGSGTGNLAQETI LVNANSQSKESLIDYI
L
MGI EVDDLL IDLSAS IADVMLQDASDS IVSHFAVQGEDAVR

NTDB id 82880 H7677 RS00760 WP 184493713.1 NHQFTPDSIGFILSFLVDQLVPTQKVTVLEIGSGTGNLAQTILNASQKELDYLGIEVDDLLIDLSASIADVMQADISFAQGDAVR 170
NTDB id 401 FSA28 RS09370 WP 002291646.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
NTDB id 392 SMU RS09000 WP 002263442.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
consensus !!!!!!!!!!!!***!***!*********!!!!!!!!!!*!!*!*!*!**!!*!!!!!!!!!!!!!!!!!!******!*!*!!!!

logo PQI LKESQDI
V I LIGSDLP I

VGYFYPDNDQKIASQRYQVASAPKNLEGHTYAHHLLMEQSLKYLEKKDEGFLAI LFLAPNVDLLTSPEQSDPLLKGKWLQENQNAVNTIVL
NTDB id 82880 H7677 RS00760 WP 184493713.1 PQILKESQVILGDLPIGYYPDDQIASRYQVASPNEHTYAHHLLMEQSLKYLEKDGFAILLAPNDLLTSPQSDLLKGWLQEQANIV 255
NTDB id 401 FSA28 RS09370 WP 002291646.1 PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
NTDB id 392 SMU RS09000 WP 002263442.1 PQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
consensus !!!!!!!**!**!!!*!*!!*!*!!*!!!!!****!!!!!!!!!!!!!!!!*!*!*!!*!!!*!!!!!*!!*!!!*!!!****!*

logo AMVIASLPPENALI FGKKQAKASMNAIKS I FVLQKKKQASAQRQLSLTEPSFVYPLQTSDLQEDPEAVI
L
Q
R
K
RFML

KNFKI
KWKQEEDNAVI

F
NTDB id 82880 H7677 RS00760 WP 184493713.1 AMIALPPNLFGKAAMAKSIFVLQKKAARLLTPFVYPLQSLQEPEAIQKFMLNFKIWKQENAI 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
NTDB id 392 SMU RS09000 WP 002263442.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus !*!*!!***!******!!!!!!*!*****!**!!!!!**!!*!!****!!*!!!*!!**!**
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