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LVREDNDELIQGPVQRLRYKCYFKTVKFRNHR I ELKADHIYR IRKQESQKCRRKYFDKRLEM

NTDB id 488 SM12261 RS00065 WP 000471939.1 .MFKELYEEVQGIVYKCRNEYHLHLWELSDWDQEGMICLHELISREEGIVEDIPRLRKYFKTKFRNRILDYIRKQESQKRRYDKE 84
NTDB id 489 SM12261 RS01070 WP 000471940.1 .MFKELYEEVQGIVYKCRNEYYLHLWELSDWDQEGMICLHELISREEELVEDIPRLRKYFKTKFRNRILDHIRKQESQKRRYDKE 84
NTDB id 82871 H7677 RS00415 WP 024383069.1 ........................................MEFETVCLKVRNLGRLYCYFKVKFRNHIEAIIRKQESQKCKFDRL 45
NTDB id 457 SSUD9 RS00080 WP 002936602.1 MEFEKVYASVKGIVNKARKEFYIKLWDRDDWEQEGMMTLFELLEAQPWLVDEQVQLYCYFKVKFRNRIKDRIRKQESQKRKFDRM 85
NTDB id 461 GPW51 RS00080 WP 011921639.1 MEFEKVYASVKGIVNKARKEFYIKLWDRDDWEQEGMMTLFELLEAQPWLVDEQVQLYCYFKVKFRNRIKDRIRKQESQKRKFDRM 85
NTDB id 454 SSU RS00080 WP 011921639.1 MEFEKVYASVKGIVNKARKEFYIKLWDRDDWEQEGMMTLFELLEAQPWLVDEQVQLYCYFKVKFRNRIKDRIRKQESQKRKFDRM 85
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