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KENBMQIKSAKKAEVKSSEKEK. .
K[ENBMQIKSAKKAEVKSSEKEK. .
K[ENBMQIKSAKKAEVKSSEKEK. .
SENMTIKAVKEGDSFLNEESL.D
NEKMVIKASNKVETVTKATSD. .
DEFVVKTTAKTN..........
NKKBKIAQIV.............
ACMQEKEDIA. . ............
AMQEKEDIA. . ............
AMGQEKEDIA. .. ... ...
KEKBKFDIV..............
KDKBTEFTVV..............
KDKBTFTVV..............

K non conserved
B similar
>50% conserved

748
752
752
752
752
760
753
810
816
810
810
810
813
816
816



