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NTDB id 82634 bsdcttw RS10345 WP 185259293.1 MLRIFKYLKLKEWLQAAISLIFIITQVWLDLKLPDYMAGITKLVQMPGSKMSDIWEQGIYMLLCAFGSVISAIIVGFFAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! *!!! ! !!! *! !!* !!*!!! !*!! !! !*! *!* !!! **! !!** !!! !**!!! !

logo R I
TAASFSTQTRLRSDMI

LFNSKRVDMDSFYSEMAEE IKNKRFS ITPSSL ILTRSTTNDI
LTQI

LQI
M
L
M
I
V
T
VMGLMQMVI

V
I
T
K
R
A
GP IMAVWAI

LTKIAWGKGSDFEWSTGLA
NTDB id 82634 bsdcttw RS10345 WP 185259293.1 RIAASFSQRLRSMLFSKVDSFSMEEINRFSTSSLITRSTNDITQIQMLVTMGLQMIIKAPIMAVWAITKIAGKGFEWSLA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus ! !!!!* !!!! *! *! *! !! *!! *!!*!!*!!!*!!*!*** !!*!** **!!!!!!!*!!! !! !!* !
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NTDB id 82634 bsdcttw RS10345 WP 185259293.1 TGAAVLVLVVMIAFIMVFVIPKFKKMQMLTDNLNQVTRENLTGLRVVRAYNAENYQEEKFEKANDELTGTQLYTSRGMAV 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus ! !!!** *!* *! !* * *! !!! !! !!! !!!*!!!!!!!!! !!* !! * ! !! *! ! ! *
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NTDB id 82634 bsdcttw RS10345 WP 185259293.1 MMPVMSMIMSGISLAIYWIGAYLIDGAQ............AMDKLTIFSNMVVFSSYAVQVIMSFMMLIMLFILMPRATV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus ! !!!*** !!**!!!!!!!!!!* ************ !****!! !!!!!!!!*!!** !!!** *!!**!!! !
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NTDB id 82634 bsdcttw RS10345 WP 185259293.1 SARRINEVLDTQPTILDGLLTEGNLSLTGEVEFKNVSFRYPGAAEYVLQDVSFSVKKGETIAFIGSTGSGKSTLINLVPR 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus !!*!!!!!! ***** * * !!!!!* !!!!!* !* *!!!! ! !!!*!!!!!!!!!!!!!*!!*!!

logo FFYDATEGEWI
V
K
L IDGIKNVKQDYKSGHDEADLNYNKI

VGYI
VPQKRAVLFRSGRTI

V
R
SSNI

VAFYGEQNSDGKQAEPALDTDIAEKQIKWEQALVES ILAQAGKSDNFVEAEKMDEGKG
NTDB id 82634 bsdcttw RS10345 WP 185259293.1 FFDATEGEVLIDGINVKDYKGEALYNKIGYVPQKAVLFRGRVSSNVAYGENGKEPATIEQIKQAVSIAQGSDFVEAMDGG 468
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
consensus !*!!!!! * !!!! ! !! ** ! !!*!!*!!*!!!! ! * !!*!*! ! ! !* *!!* !!! * !
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NTDB id 82634 bsdcttw RS10345 WP 185259293.1 YNADISQGGKNVSGGQKQRLAIARAVSRKPEIYIFDDSFSALDYKTDRVLRSALKKETSGVTSMIIAQRIGTIIDADKII 548
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
consensus ** !!! ! !!!!!!!!!!!!!* !!!!! !!!!!!!!!!!!!!!*!! ! ! ! *! *!*!!!! !!*!!!*!*
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NTDB id 82634 bsdcttw RS10345 WP 185259293.1 VLDEGRVVGEGTHKELLTTCQVYKEIAMSQLSEEELA... 585
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!! !*!!! !!!!!!! * *! !!! !!!! !!! ***
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