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NTDB id 82631 bsdcttw RS06995 WP 185258663.1 MSDEKNVQTARPARASRGPMGGGPGFHGPTEKAKDFKGSISKLIKYISSYKISIIIAILFAIGSTIFFIVGPKILGHVTT 80
NTDB id 370 SMU RS04260 WP 002263294.1 ...............................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTD 49
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NTDB id 82631 bsdcttw RS06995 WP 185258663.1 DIFSGLMGKLQGTGSIDFDKIGRTLLILLCLYVVSAFFSFVQGYIMSGVTQKITYRMRKEISQKINRMPMNYFETKTVGE 160
NTDB id 370 SMU RS04260 WP 002263294.1 TMTKGLA......GKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGD 123
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NTDB id 82631 bsdcttw RS06995 WP 185258663.1 VLSRVTNDVDTLGQSLNQSITQVITAVTQIIGITIMMISISGRMTLVAILTLPISSLLIALMMKKSQKYFKSQQEYLGHV 240
NTDB id 370 SMU RS04260 WP 002263294.1 TLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADV 203
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NTDB id 82631 bsdcttw RS06995 WP 185258663.1 NGQVEEVYSGHNIVKAFNGEGQVIEEFEKANGTLYNSAWKSQFLSGMMMPIMTFVGNLGYVAVSILGGYLVIKKTIEVGD 320
NTDB id 370 SMU RS04260 WP 002263294.1 SGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGT 283
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NTDB id 82631 bsdcttw RS06995 WP 185258663.1 IQSFIQYVRSFNQPIAQIAQISTQLQQTAAAAERVFEFLNEEEEDQFAVNPVNTETVDSRVEFNHVHFGYNPDKIIINDF 400
NTDB id 370 SMU RS04260 WP 002263294.1 IVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDF 363
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NTDB id 82631 bsdcttw RS06995 WP 185258663.1 SAKIEPGQKIAIVGPTGAGKTTMVKLLMRFYDVNSGEILIDGHNIKDFNRGELRQMFGMVLQDTWLFNGSIMENIRYGKA 480
NTDB id 370 SMU RS04260 WP 002263294.1 SAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQK 443
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NTDB id 82631 bsdcttw RS06995 WP 185258663.1 DATDEEVIAAAKAAHAHHFIQTLPGGYQMELNEEASNVSQGQKQLLTIARAILADPKILILDEATSSVDTRTEVRIQKAM 560
NTDB id 370 SMU RS04260 WP 002263294.1 HITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDD.SVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAM 522
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logo DHNLMEKGRTSFVIAHRLSTIRDNADL I LVMRDGDNI IVEQGSHDEQLLMAKEQGNGFYADSLYNSQFETEETAVA
NTDB id 82631 bsdcttw RS06995 WP 185258663.1 DNLMKGRTSFVIAHRLSTIRDADLILVMRDGDIVEQGSHDELLKQGGFYASLYNSQFEETA. 621
NTDB id 370 SMU RS04260 WP 002263294.1 DHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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