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NTDB id 82612 acsn021 RS06445 WP 184093000.1 MNAGRHRRQSGHMGGPMGGVIEKPKDFKGSMKKLAAYMSKYKIGLLFVVIFAIASTIFNIVGPKILGNATTEIFNGLVKK 80
NTDB id 370 SMU RS04260 WP 002263294.1 ......................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLA.. 56
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NTDB id 82612 acsn021 RS06445 WP 184093000.1 INGTGGINFDAIGKTLMILLGLYIISMVFSLIQGFIMTHISQKVTYQFRKDISEKINRMPMNYFETRTHGEVLSRVTNDV 160
NTDB id 370 SMU RS04260 WP 002263294.1 ....GKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDV 132
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NTDB id 82612 acsn021 RS06445 WP 184093000.1 DTLSQNLNQSISQTISSITMIIGVLYMMITISGTMTLVAILTLPLSMGLIGTIIKKSQKYFKEQQEYLGHVNGQVEEVYG 240
NTDB id 370 SMU RS04260 WP 002263294.1 DLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYS 212
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NTDB id 82612 acsn021 RS06445 WP 184093000.1 GHNIVKVFNGEKQVVAEFEKANEKLYHSAWKSQFLSGMMQPIMAFVGNIGYVAVSILGGYLTIKNSIEVGDIQSFIQYVR 320
NTDB id 370 SMU RS04260 WP 002263294.1 GHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVR 292
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NTDB id 82612 acsn021 RS06445 WP 184093000.1 SFNQPIAQIAQISSQLQQTAAASERVFEFLDEEEEVQYAKNPVKTDNIRSKVEFKHVKFGYNPEKIIINDFSAAVNPGQK 400
NTDB id 370 SMU RS04260 WP 002263294.1 IFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQK 372
consensus ! !!!!!!!! *!!! !! !!!!!!!!!! * * * * ! ! *! !!! !*! !!*!!!!* *!!!

logo IA IVGPTGAGKTTI
MVKNLLMRFYDEVDNRSGEMI LS IDGHVNIHKDFMNTRGKELVHRDQAMFAGMVLQDTWLFENGTI

V
K
M
D
ENI

L
I
RYGNKQEKDHAITDEEQVIA

NTDB id 82612 acsn021 RS06445 WP 184093000.1 IAIVGPTGAGKTTMVKLLMRFYDVNSGEILIDGHNIKDFNRGELRQMFGMVLQDTWLFNGTIMDNIRYGKEDATDEEVIA 480
NTDB id 370 SMU RS04260 WP 002263294.1 IAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIA 452
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NTDB id 82612 acsn021 RS06445 WP 184093000.1 AAKAAHAHHFISTLPDGYQMILNEEASNVSQGQKQLLTIARAILANPKILILDEATSSVDTRTEVRIQKAMDNLMQGRTS 560
NTDB id 370 SMU RS04260 WP 002263294.1 AAKAVGVHHFIKTLPKGYDTVLDDS.VTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTS 531
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logo FVIAHRLSTIKRDNADL I LVMKRDGDNI I EQGNSHDEEQLLMALEQKNGFYADSLYNSQFETEESAVA
NTDB id 82612 acsn021 RS06445 WP 184093000.1 FVIAHRLSTIKDADLILVMKDGDIIEQGNHEELLLQKGFYASLYNSQFEESA. 612
NTDB id 370 SMU RS04260 WP 002263294.1 FVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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