
logo

MA
M
G
S
M
I
V
LNKR I

VVI IL IVGNRLGTAKNRDVPDEMVLRTYMTSPSNGDTAEAVGCASNTLFTSMLVAI
V
T
D
N
S
E
R
P
Q
S
T
R
F
W
V
T
N
D
N
A
K
Q
R

MMS
T
NGDQERRVERVREATDEFWHIRNCITVFITVMF

Y
W
Q
RRKSQLGAELVINCFVAAGNQFYTLRKKGRGSKLAVAGYLVDEGKR I

L
K
Q
I
S
TR

NTDB id 82596 skT53 RS12815 WP 200757554.1 ..MLNRIILIGRLTADPELRYTSSGTAVASFTLAIDRPRVNQ.MGE..RETDFINIVVWQKLGELCAQYLRKGRLAAVEGRLQIR 80
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGE..READFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGD..READFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 1103 NMB RS07590 WP 002212976.1 .MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRIQSR 83
NTDB id 1131 NGFG RS05740 WP 003695064.1 .MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRIQSR 83
NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEGKLKTR 85
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MLDEGPRGSGKRDSTNGNSTESTGNESGDQGSGRFEQSGAGDNSPQYDEGSEGAFWYNSGGQAGNSFPYANEQSGNTQNYSGNGQSEGAGQAYAFSQDGRNGPYAGATQGNQDQNSNRSNPGQPFNTAGPSGGNPSDNSAQAPSNQHGNTPGQNTERGRANRPAQSAGNNNPQSAFGPTAAQNPAQDRKRDQP

NTDB id 82596 skT53 RS12815 WP 200757554.1 SYENKEGQRVRVAEVVADNVRFLDRGDNSGSFEGS...GF............GAAGGGTGNSGFGGSS...GGRGRSNNPGNDDP 147
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS........GGYNEGNSGGGQYFGGGQNDNPFGGNQ..NNQRRNQGNSFNDDP 155
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGD...GASQNFNSNQSNGSQ.......QSGFTSPQ..QTGNAPAANNTQADP 153
NTDB id 1103 NMB RS07590 WP 002212976.1 KYQGKDGIERTAYDIVANEMKMLGGRNENSG.GAPYEEGYGQS.......QEAYQRPAQQSRQPASDAPSHPQEAP...AAPRRQ 157
NTDB id 1131 NGFG RS05740 WP 003695064.1 KYQGKDGIERTAYDIVANEMKMLGGRNENSG.GAPYDEGYGQS.......QEAYQRPAQQSRQPAPDAPSHPQEAP...AAPRRQ 157
NTDB id 1390 A4U84 RS00055 WP 021115958.1 KWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGNA....TRP...QPAQKP 163
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NTDB id 82596 skT53 RS12815 WP 200757554.1 FIDDGRPIDISDDDLPF 164
NTDB id 113 BSU 40900 NP 391970.1 FANDGKPIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 FANNGQAIDISDDDLPF 170
NTDB id 1103 NMB RS07590 WP 002212976.1 PVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 AAQAEPPMDNFDDDIPF 180
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