
logo MRTALGLMI
L
G
A
F
L
A
V
L
AGCLMLALSLQRTFRLPQALAPSPFVGWQL ILPAPLLAPLVLAGLLALCLLPRAFTMALLRRGARLPRALWVPVMARWVPLGAAFGAFCLAFLGFLVCGVWSADCLWNRSAQW

Q
R
ALSDVD

NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV.WQP..ALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSV 77
NTDB id 82514 PRtIB026 RS10820 WP 203647557.1 MRTGMLALVLGLLSLRFLPALPPVGWLIPLLLLALACLRT...........RA....WPLGGFLLGVCWACWSAQQALDD 65
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPF...........RW....RPLAFFLFGLVWACLNAQWALDD 65
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NTDB id 1426 RS RS05575 WP 011001070.1 VLAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPG 157
NTDB id 82514 PRtIB026 RS10820 WP 203647557.1 RLPAALDGRTLWLEGRVVGLPTRTERGVRFELEQPQS.RRARLPQRVQLSWFD....................GPPLRAG 124
NTDB id 1199 PSJM300 12650 AFN78592.1 RLPVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSG 124
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NTDB id 1426 RS RS05575 WP 011001070.1 QRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEA 237
NTDB id 82514 PRtIB026 RS10820 WP 203647557.1 EHWRLAVNLRRPLGLLNPHGPDQEATLLARRVGATGTVKAGTRQGEE............A..SSWRDGLRQRLLATDAHG 190
NTDB id 1199 PSJM300 12650 AFN78592.1 ERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAHG 192
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NTDB id 1426 RS RS05575 WP 011001070.1 RYAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAG 317
NTDB id 82514 PRtIB026 RS10820 WP 203647557.1 R.EAALTALVLGDGAGLAREDWQVLQATGTVHLLVISGQHIGLLAGLVYGLVA.......GLARLGAW..PRRLPWLPWA 260
NTDB id 1199 PSJM300 12650 AFN78592.1 R.AGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVL.......LLARWGIW..PQRLPWLPWA 262
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NTDB id 1426 RS RS05575 WP 011001070.1 AVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLA 397
NTDB id 82514 PRtIB026 RS10820 WP 203647557.1 CGLAMTAALGYGWLAGFGVPVQRACLMLAVVLLWRLRFRHLGAWVPLLMALSGVLLVEPLSSLLPGFWLSFTAVAVLVLC 340
NTDB id 1199 PSJM300 12650 AFN78592.1 CGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWI 342
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NTDB id 1426 RS RS05575 WP 011001070.1 ARIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.L 476
NTDB id 82514 PRtIB026 RS10820 WP 203647557.1 FAAR..............LGAWRPWQAWTRAQWVIAVGLLPVLLALGLPVSLSAPLANLLAVPWLSLGVLPLALLGTAML 406
NTDB id 1199 PSJM300 12650 AFN78592.1 FRGR..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLL 408
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NTDB id 1426 RS RS05575 WP 011001070.1 PEPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLAR 556
NTDB id 82514 PRtIB026 RS10820 WP 203647557.1 PVPGLGEGMLWLAGLSLDGLFAVLTRLAGQQPAWIPEPLPLWAWLLVCLDAVLVLLPRGVP...LRAPGAVMLLA.LWAP 482
NTDB id 1199 PSJM300 12650 AFN78592.1 WVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAP 485
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NTDB id 1426 RS RS05575 WP 011001070.1 APAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTET 636
NTDB id 82514 PRtIB026 RS10820 WP 203647557.1 REQVPLGQVQVWQLDVGQGLAVLLRTRNHALLYDAGPARGGS.DLGETVVLPALRKLGVKALDVMLISHGHADHAGGAAA 561
NTDB id 1199 PSJM300 12650 AFN78592.1 DSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALA 564
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NTDB id 1426 RS RS05575 WP 011001070.1 VMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAA 716
NTDB id 82514 PRtIB026 RS10820 WP 203647557.1 VRRGVPVARVLAGEVDGLE.......A...ASLCSSGERWQWDGVDFELWHWP......QGASSNERSCVLRVQAMGERL 625
NTDB id 1199 PSJM300 12650 AFN78592.1 IQRAMPVGAVLSGEPERLP.......AALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERL 631
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NTDB id 1426 RS RS05575 WP 011001070.1 MLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIER 796
NTDB id 82514 PRtIB026 RS10820 WP 203647557.1 LLAGDMEAGAERAWLATV..EDPRVDWLQAPHHGSRTSSSEPFVQATAPRGVLISRGRHNGFGHPHGQVVERYRRHGVVV 703
NTDB id 1199 PSJM300 12650 AFN78592.1 LLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAEL 709
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NTDB id 1426 RS RS05575 WP 011001070.1 LRTDATGAVVIETR..GDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 82514 PRtIB026 RS10820 WP 203647557.1 HDTAVEGALRLMLGSQGEVEGV....RRERRFWRD.................. 734
NTDB id 1199 PSJM300 12650 AFN78592.1 HDTAEHGALSLQLGAFGGARRM....RDEPRFWREK................. 741
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