
logo

MA
M
A
M
S

A
M
R
S
G
L
VNKVI ILVIGTNRCLGNQRDPDEMVRTYLMPSNGDGNEAVTACTNI

F
L
T
S
I
L
VATSEQSTWRTNDRKAMQSNTGEQKQRKRVEKVRTEWHNRVI SVTFLMF

Y
G
R
R
K
Q
V
LAEVIAGEQYLKRKGGSKLQCVYVIL

NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 82504 PRtIB026 RS00490 WP 203650014.1 .MARGVNKVILVGTCGQDPEVRYLPNGNAVTNLSLATSEQWTDKQSGQKVERTEWHRVSLFGKVAEIAGEYLRKGSQCYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPY.EEGY...........GQSQEAYQRPAQQSRQPA 140
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPY.DEGY...........GQSQEAYQRPAQQSRQPA 140
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFN.... 150
NTDB id 82504 PRtIB026 RS00490 WP 203650014.1 EGKLQTREWEKD.GIKRYTTEIIV.DINGTMQLLGGRPQGQQGGGDQY....NQGGGNNYNQGGQQQQYNQAPRQQAPRP 153
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG....MP....AQGGMNVPAQQGSWGQPQQPAKQHQPMQ 152
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NTDB id 1103 NMB RS07590 WP 002212976.1 SDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GGNAT....RPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 82504 PRtIB026 RS00490 WP 203650014.1 QQAPQ....RPA.PQQPAPQPAADFDSFDDDIPF 182
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QSAPQ....Q.....YSQPQYNEPPMDFDDDIPF 177
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