logo
NTDB id 82469 M2Y57 RS00725 WP 248426118.1

NTDB id 1218 CAA10657.1 2413..3543( )
consensus

logo
NTDB id 82469 M2Y57 RS00725 WP 248426118.1

NTDB id 1218 CAA10657.1 2413..3543( )
consensus

logo
NTDB id 82469 M2Y57 RS00725 WP 248426118.1

NTDB id 1218 CAA10657.1 2413..3543( )
consensus

logo

NTDB id 82469 M2Y57 RS00725 WP 248426118.1
NTDB id 1218 CAA10657.1 2413..3543( )
consensus

<0

logo

NTDB id 82469 M2Y57 RS00725 WP 248426118.1
NTDB id 1218 CAA10657.1 2413..3543( )
consensus

V

A SR O RLDRI LN TS L LA

MNKW KGR INGGFATIWTISL YHQK KBPLNNQPWNLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKAALKAL
MNKW KG)J VFIGGFATIWTISL YHQKIFKI\PLNNQPSJLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKAALKAL
LU kbl kbl LR Db kb bbbkl LT D e bbbt bttt

o DT ORLRLLLGR T ARNEEL 00 DT,

TFWSPPID KTNTTPPKKDFSLKQLDLLAMRITPFKQSPKNYEENLIFP DNPMGIDGFTNLKEKDIATNENKL
S TFINSPPIDIZMANTTPPKKDFSLKQLDLLAEPNRITPFKQSPKNYEENLIFP DNPSGIDGFTNLKEKDIATNENKL
P b skoksk DD DL bbb b bt

S EDVSH P LT

AU ELCE LTI AR R DL L R RIS

KGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEIMYTNFFGDYLL QLMRQSGMGINQVVNQILRDKS
KGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEINTNFFGDYLL QLMRQSGMGINQVVNQILRDKS
I T

AN RE VTR gk

KIAPIVVIREGSRVFISPNTDIFFPIP ENEVIAEFLKE 378
KIAPIVVIREGSRVFISPNTDIFFPIP ENEVIAEFLKES 376

K non conserved
B similar
> 507 conserved

85

170
168

255
253

340
338



