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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMY.RKLAEIAGQYLKKGGLVY 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMY.RKLAEIAGQYLKKGGLVY 75
NTDB id 82405 AAJCM20276 RS03840 WP 018307871.1 .MAGSVNKVILVGNLGRDPEIRTSQSGQKIASLSVATSDTWNDRASGERRERTEWHRVVVFNDRLADVAERFLRKGRKVY 79
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFF.RRQAEVAGQYLRKGSKVY 77
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLY.GKLAEVAGEYLRKGSQVY 79
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NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG..........GAPYEEGYGQSQEAYQRPAQQSR.QPA 140
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG..........GAPYDEGYGQSQEAYQRPAQQSR.QPA 140
NTDB id 82405 AAJCM20276 RS03840 WP 018307871.1 LEGVLQTRKWTDQSGQEKYTTEVVLDRFRGELVLLDGRGSGEGEEGG...GYGGGSEAGGFGG..GGYGGGSGGGSRRIA 154
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQ..GGYSDNYAQNN.NF. 149
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGM...NVPAQ....Q..GSWGQPQQPAK.QH. 148
consensus *!!****!!**** !********** ** *!**! * * * *** **** *** * ** * * *

logo

G
P
S

G
N
Q
D
A
G
G
P
SHANPMA

Q

P
Q
T
E
Q
A
R
G
S
P
Q
S
A
P
A
A
Q
P
A
Q
R
K
S
Y
R
S
P
Q

A
G
Q
P
A
G
P
V
W
P
Q

D
Y
A
E
N
A
E
A
P
G
P
G
M
P
V
D
M
S
E
N
D
L
F
IDDEDIPF

NTDB id 1103 NMB RS07590 WP 002212976.1 SDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 82405 AAJCM20276 RS03840 WP 018307871.1 GGGG..AAPRGSAPASPGGWDAPGGSDLDDEIPF 186
NTDB id 1390 A4U84 RS00055 WP 021115958.1 .NGG..NATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .Q....PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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