logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1251

1177 A1552VC RS01165 WP 000422572.1

1203
1019

GCO85 RSO7725 WP 011946523.1

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

81941 JMH23 RS03825 WP 001326494.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1251
1177
1203
1019

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

GCO85 RS0O7725 WP 011946523.1

A1552VC RS01165 WP 000422572.1

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

81941 JMH23 RS03825 WP 001326494.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINCIDVGTI

PVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTGLNTHAIVVETDKLSALIDNLLTAKESQGLSEYVE

8

eNeoNoNoNoloNoNoNooNoNoNoRoNoNoNo o)

160

[eNoRoNoNoNooNoloNoloNoNoNoNoNoNe)



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1251 GCO85 RS07725 WP 011946523.1
1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
81941 JMH23 RS03825 WP 001326494.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1

ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1251
1177
1203

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

GCO85 RS0O7725 WP 011946523.1
A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
81941 JMH23 RS03825 WP 001326494.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1

ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

DSGDLEGLEISADDEDQDIDTATSVTDDAPIVKFENKIEALD

vol Do vebEoDbter:

SRITARIKMUSNLDISERRIP

IMNDE\QRE

IMND

IMND
IMND
IMND
IMND
IMND
IMND
IMND

MDIWELLAFSVK .
Kok ok ok kKK K K K 11 skokok ok ok

BT RS,

ilersmtlloiss (20

GESSANGIFEPYEREYRIRYJSIQIE T
LGAIFTLY)AUICEIRHA OGEAL . SVA

BYWARFRVNAFNIQBGWIG VEIRIAIP iy

ARFRVNAFNpRERGlY AVEFRTIPSpN
ARFRVNAFNIY&RGIY AVEFRTIPSN
RFRVNAFBIQERGOSJAVERTIP N
RFRVNAFBIQERGSAVFRTIP |
ARFRVNAFNQSRGE\ AVFRTIPS|
ARFRVNAFNQSRGE AVEFRTIPS)
ARFRVNAFNQNRGIIGAVERT IP S|
ARFRVNAFNQIRGEAGAVEFRT IPS|Y
ARFRVNFNQWYRGIGAVFRTIP S
ARFRVNAFNQWRGEAGAVFRTIPS|Y
ARFRVNAFNQWRGEGAVERTIPS|Y
ARFRVNAFNQIYRGEAGAVFRTIP S|Y

*kk |k * * *kk | x *x %

EJATEPASLS

Mc Brl
WEARWIMRERMEA . . .

S
PPM R DG
PPM R DG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG

flae)

DGGFKMKISKSR.AIDi@AISTCPTSAEEK V{JMiVEDEIGAAK L GINIAINEF NP

319
114
116
117
113
120
116
116
116
116
116
116
116
116
116
116
116
116



VLTS ASTTLAL [oEL [Pk L INCREVHEDToF e RoA

élAP %Eki‘ I Y A T s ‘.*X\H;B'.'é ;(%EB;?' Bll N/ yvglsiél\.ﬁvj/;.—- -%-Hg,\ II:!§ %E /'S'\L
NTDB id 1251 GC0O85 RS07725 WP 011946523.1 Q 395
NTDB id 1177 A1552VC RS01165 WP 000422572.1 Al 194
NTDB id 1203 PSJM300 01605 AFN76401.1 I AIRWARGLVL GINTG GKST LAAM 196
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ERM S K¢ GINTG GKST LA M 197
NTDB id 81941 JMH23 RS03825 WP 001326494 .1 1D INEINNGL. LVTGINTGSGKSTTLAAM 193
NTDB id 1307 DR RS10055 WP 010888596.1 DITAWNPRGLVLVTGPTGSGKSTTLA M 200
NTDB id 1086 NMV RS00245 WP 002218487.1 IMT A)ISIPRG VLVTGPTGSGKSTTLAAM 196
NTDB id 1116 NGFG RS10615 WP 003690200.1 IMT AISIPRG VLVTGPTGSGKSTTLAAM Q 196
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ISTANNEY GLVLVTGPTGSGKSTTLAAM EDPIEFVHSWKCLINQREVH 196
NTDB id 1176 A1552VC RS01160 WP 000350195.1 KiWANYEKEGRAR AN HNeI el cHuNN. VUi EDPIEFVHSIWKCLINQREVH 196
NTDB id 1283 ACE17W RS02630 WP 010947729.1 E ARGLVLVTGPTGSGKSTTLAA EDPIEFVHMNSKKCL NQREVH 196
NTDB id 1259 GCO085 RS10305 WP 010947729.1 I AMASIRGLVLVTGPTGSGKSTTLAAY EDPIEFVHRNSKKCL NQREVH 196
NTDB id 1194 PAKAF RS01995 WP 003084552.1 Il PDMIPRGLVLVTGPTGSGKSTTLAAM EDPIEFVHJASKKCL NQREVH 196
NTDB id 1202 PSJM300 01600 AFN76400.1 ICTEIMIPRGLVLVTGPTGSGKSTTLAAM EDPIEFVHIMSKKCL NQREVH 196
NTDB id 1020 ACIAD RS04210 WP 011182164.1 DI T[MNPRGLVLVTGPTGSGKSTTLAAM EDPIEFVH|33¥KKCLINQREVH 196
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 DIT[MNPRG VLVTGPTGSGKSTTLAAM EDPIEFVHNSKKCLINQREVH 196
NTDB id 1060 ABD1 RS04380 WP 000355489.1 DI T[NPRG VLVTGPTGSGKSTTLAAM EDPIEFVHRNSKKCLINQREVH 196
NTDB id 1040 HON27 RS13360 WP 000355489.1 DIT[MNPRG VLVTGPTGSGKSTTLAAM EDPIEFVHNSKKCLINQREVH 196
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VDMt ACTARET Ve Tns e amRo v et e SES Lol
NTDB id 1251 GC0O85 RS07725 WP 011946523.1 469
NTDB id 1177 A1552VC RS01165 WP 000422572.1 268
NTDB id 1203 PSJM300 01605 AFN76401.1 270
NTDB id 1019 ACIAD RS04205 WP 004922051.1 271
NTDB id 81941 JMH23 RS03825 WP 001326494.1 RDETI LALTAAETGHLVIR TLHT&A A[RE 267
NTDB id 1307 DR RS10055 WP 010888596.1 RDMET I A TAAETGHLVNIGTLHTNISAI@Y IDRI DVFPE E] Q 274
NTDB id 1086 NMV RS00245 WP 002218487.1 RDIFETI®LALTAAETGHLVFGTLHT [AAKT DRI DVFPA[EEK MVREMLSESLISAVISQIYLLK 270
NTDB id 1116 NGFG RS10615 WP 003690200.1 RDIJETI[MLALTAAETGHLVFGTLHT [AAKT DRI DVFPA[EK MVREMLSESLE§AVISQIYLLK 270
NTDB id 1185 GTF74 RS11940 WP 000350195.1 270
NTDB id 1176 A1552VC RS01160 WP 000350195.1 270
NTDB id 1283 ACE17W RS02630 WP 010947729.1 LA TAAETGHLVFGTLHTSAKTI RIIDVFPAEEKSMVRSMLSESLNAV 270
NTDB id 1259 GC0O85 RS10305 WP 010947729.1 LA TAAETGHLVFGTLHTISAWWKTI RIIDVFPAEEKSMVREMLSESL[NAV QBLLK 270
NTDB id 1194 PAKAF RS01995 WP 003084552.1 LALTAAETGHLVFGTLHT SAAKTIDR DVFPAEEKIAMVREMLSESL[R] VISQWL K 270
NTDB id 1202 PSJM300 01600 AFN76400.1 LALTAAETGHLVFGTLHT SAAKTIDR DVFPAEEKSMVRSMLSESL[NAVISQWLLK 270
NTDB id 1020 ACIAD RS04210 WP 011182164.1 LALTAAETGHLVFGTLHT SAAKTIDRIIDVFPAEEK MVRIMLSESL[RAVISQULLK 270
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 LALTAAETGHLVFGTLHT SAAKTIDR IDVFPAEEK MVRIWMLSESL[NAVISQWLLK 270
NTDB id 1060 ABD1 RS04380 WP 000355489.1 LALTAAETGHLVFGTLHT SAAKTIDR IDVFPAEEK MVREWMLSESLNAVISQELLK 270
NTDB id 1040 HON27 RS13360 WP 000355489.1 LALTAAETGHLVFGTLHT SAAKTIDR IDVFPAEEK MVRIWMLSESL[RAVISQULLK 270
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