
logo MFNEREALRLRLEQLNEAEVKVIREYQI ERDAKIYAKLRELDRNQGSTGLPVSDE I
TKKDEFVRSTEKRKPTDSLPVLAELAAQE I

MRSYQPQPQASQPQQ
NTDB id 81874 QR42 RS06760 WP 024426871.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDAIYAKLRELDRQGTGLVSDTKKEVRTERKTDSLPVLAELAAQEMRSYQQPAQPQ 85
NTDB id 79 BSU 14240 NP 389307.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDRNGS..PSEIKKDFRSEKKPDSLPVLAELAAQEIRSYQPQSQQQ 83
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!*!****!* !!* !*!*!*!!!!!!!!!!!!!*!!!!** !*!

logo SSVQSLPGQLTGQQS ILNSGSALPAVGIPDEGSTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKE I EKESGLE IPNMTTFMQSL IKMYPE
NTDB id 81874 QR42 RS06760 WP 024426871.1 SSSLGTGQLNGAPVGIPEGSTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTFMQSLIKMYPE 170
NTDB id 79 BSU 14240 NP 389307.1 SVQPQLQSISSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTFMQSLIKMYPE 168
consensus ! * * ! !!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VKKPYRGQYI LEGDE I EQSTAEDEESANE
NTDB id 81874 QR42 RS06760 WP 024426871.1 VKKPYRGQYILEGDIQTEDE... 190
NTDB id 79 BSU 14240 NP 389307.1 VKKPYRGQYILEGEIESAESANE 191
consensus !!!!!!!!!!!!!*! * * ***
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