
logo ME I SKQTSDLLLSLEKKKGTLPKFSVLRS IPRNR I IYGAPGTGKSNYLEREVGKI FGDNPYVFTRVTFFPGYTYGQF IGAYKPVP
NTDB id 81749 QX56 RS03400 WP 003234052.1 MEISKQTSDLLLSLEKKKGTLPKFSVLRSIPRNRIIYGAPGTGKSNYLEREVGKIFGDNPYVFTRVTFFPGYTYGQFIGAYKPVP 85
NTDB id 74 BSU 06100 NP 388491.1 MEISKQTSDLLLSLEKKKGTLPKFSVLRSIPRNRIIYGAPGTGKSNYLEREVGKIFGDNPYVFTRVTFFPGYTYGQFIGAYKPVP 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IYKKLSGEEE I FSSNFRDKMENFEPMIDYQFVPGPF IDVL IKALKNRYTNF I L I I EE INRANAASVFGDI FQLLDRNKNGESDYP
NTDB id 81749 QX56 RS03400 WP 003234052.1 IYKKLSGEEEIFSSNFRDKMENFEPMIDYQFVPGPFIDVLIKALKNRYTNFILIIEEINRANAASVFGDIFQLLDRNKNGESDYP 170
NTDB id 74 BSU 06100 NP 388491.1 IYKKLSGEEEIFSSNFRDKMENFEPMIDYQFVPGPFIDVLIKALKNRYTNFILIIEEINRANAASVFGDIFQLLDRNKNGESDYP 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VTFGPDIMNYLARNGIKDEMIKLPSNFF IWATMNNADQGVLPLDTAFKRRWSFEYLELEKYRKAVDSWKLSLRYKGHNKVIMWND
NTDB id 81749 QX56 RS03400 WP 003234052.1 VTFGPDIMNYLARNGIKDEMIKLPSNFFIWATMNNADQGVLPLDTAFKRRWSFEYLELEKYRKAVDSWKLSLRYKGHNKVIMWND 255
NTDB id 74 BSU 06100 NP 388491.1 VTFGPDIMNYLARNGIKDEMIKLPSNFFIWATMNNADQGVLPLDTAFKRRWSFEYLELEKYRKAVDSWKLSLRYKGHNKVIMWND 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FRDI INKRLKGKVPEDKLLGPFFLKESELWNQNVFKNKLLYYLKEDVFKHNPTIDFLNASTFSEL I EKYDGSDNI FTFDIDDSSF
NTDB id 81749 QX56 RS03400 WP 003234052.1 FRDIINKRLKGKVPEDKLLGPFFLKESELWNQNVFKNKLLYYLKEDVFKHNPTIDFLNASTFSELIEKYDGSDNIFTFDIDDSSF 340
NTDB id 74 BSU 06100 NP 388491.1 FRDIINKRLKGKVPEDKLLGPFFLKESELWNQNVFKNKLLYYLKEDVFKHNPTIDFLNASTFSELIEKYDGSDNIFTFDIDDSSF 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VSD
NTDB id 81749 QX56 RS03400 WP 003234052.1 VSD 343
NTDB id 74 BSU 06100 NP 388491.1 VSD 343
consensus !!!
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