logo

NTDB id 81744 QX56 RS02120 WP 003246686 .

NTDB id 126 BSU 03770 NP 388259.1
NTDB id 128 BSU 37460 NP 391626.1
consensus

logo

NTDB id 81744 QX56 RS02120 WP 003246686 .

NTDB id 126 BSU 03770 NP 388259.1
NTDB id 128 BSU 37460 NP 391626.1
consensus

logo

NTDB id 81744 QX56 RS02120 WP 003246686 .

NTDB id 126 BSU 03770 NP 388259.1
NTDB id 128 BSU 37460 NP 391626.1
consensus

logo

NTDB id 81744 QX56 RS02120 WP 003246686 .

NTDB id 126 BSU 03770 NP 388259.1
NTDB id 128 BSU 37460 NP 391626.1
consensus

logo

NTDB id 81744 QX56 RS02120 WP 003246686.

NTDB id 126 BSU 03770 NP 388259.1
NTDB id 128 BSU 37460 NP 391626.1
consensus

R T S D e s L el O Ll oL

MKSGVIPSSAVGQKINEWYRYIRTFSVPDAEVLKAEIQQELKHMQHDSNLLLYYSLMEFRHQLMLDYLEPLEKLNIEDQPSLSEL
MKSGVIPSSAVGQKINEWYRYIRTFSVPDAEVLKAEIQQELKHMQHDSNLLLYYSLMEFRHQLMLDYLEPLEKLNIEDQPSLSEL
Y GVIBISS G KINEWYNIYIRBIFS PDAEML REIKQELDQM EDQ LBILYYSLMEFRH LML YLEPLEK BIE QPRLS 1

i

DMMMWRW%MMMMW%MMWM%MM
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SRIVNSLPQAYFLITLIYYKQGKHDKASEYHKRGYEYAKETDDADYAVKFEFLQSLYLDQPNEEGIERCFQYLKNKNMYADIEDL
SRIVNSLPQAYFLITLIYYKQGKHDKASEYHKRGYEYAKETDDADYAVKFEFLQSLYLDQPNEEGIERCFQYLKNKNMYADIEDL
SWI IYSLPQAYFLITNIBIYKIBSGKHDKABIEYHE] Gl¥Y QKAGDVIYLSEFEFLKSLYLSGP EE I [@3F|y LIoSKIWIRYAD EDI3
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ALEVAKYYYEQKWFKLSASYFLQVEEARKQIQRSEGLYEIEI 382
ALEVAKYYYEQKWFKLSASYFLQVEEARKQIQRSEGLYEIET 382
YFLIWE VRQLIQGGVSLYEIE 381
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