
logo MANQHFAKEAPETYWKTSTDLPSFPALQEDTECDVTI IGGGITGITTAYELTKRGFRVVL I EANQVLNGTTAHTTAKVTAQHDMI
NTDB id 81687 QU35 RS05625 WP 003245031.1 MANQHFAKEAPETYWKTSTDLPSFPALQEDTECDVTIIGGGITGITTAYELTKRGFRVVLIEANQVLNGTTAHTTAKVTAQHDMI 85
NTDB id 121 BSU 10390 NP 388920.1 MANQHFAKEAPETYWKTSTDLPSFPALQEDTECDVTIIGGGITGITTAYELTKRGFRVVLIEANQVLNGTTAHTTAKVTAQHDMI 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YDEF IRHFGLNHARLYYEANQNAIDYIKGIVDEHQIDCEWI EQDAYLYTANENAVQKIHTEHEAYTKLGI ERDL IKDLP IPLGSK
NTDB id 81687 QU35 RS05625 WP 003245031.1 YDEFIRHFGLNHARLYYEANQNAIDYIKGIVDEHQIDCEWIEQDAYLYTANENAVQKIHTEHEAYTKLGIERDLIKDLPIPLGSK 170
NTDB id 121 BSU 10390 NP 388920.1 YDEFIRHFGLNHARLYYEANQNAIDYIKGIVDEHQIDCEWIEQDAYLYTANENAVQKIHTEHEAYTKLGIERDLIKDLPIPLGSK 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LALVMKNQAQFHPLQYLKALLEQIVQKGGR IYEETVALDIKKGERPEVVTKSRHAIKSRF I ICCSHFPFYDGGGLYAARMYSDRS
NTDB id 81687 QU35 RS05625 WP 003245031.1 LALVMKNQAQFHPLQYLKALLEQIVQKGGRIYEETVALDIKKGERPEVVTKSRHAIKSRFIICCSHFPFYDGGGLYAARMYSDRS 255
NTDB id 121 BSU 10390 NP 388920.1 LALVMKNQAQFHPLQYLKALLEQIVQKGGRIYEETVALDIKKGERPEVVTKSRHAIKSRFIICCSHFPFYDGGGLYAARMYSDRS 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YVLAIKPKI EYPEGMYLS IDQPSVALRYTVVNGEKL I LFSGVSHKTGQGKAMSTHYETLRQLAESTIG I ES IPYYWSTQDLVTID
NTDB id 81687 QU35 RS05625 WP 003245031.1 YVLAIKPKIEYPEGMYLSIDQPSVALRYTVVNGEKLILFSGVSHKTGQGKAMSTHYETLRQLAESTIGIESIPYYWSTQDLVTID 340
NTDB id 121 BSU 10390 NP 388920.1 YVLAIKPKIEYPEGMYLSIDQPSVALRYTVVNGEKLILFSGVSHKTGQGKAMSTHYETLRQLAESTIGIESIPYYWSTQDLVTID 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KIPF IGPMSENEDNI LVATGFKKWGMTSSAVAATLLSDLVEKKENPYES I FTPSRFHLNPGLQKVI SYNADVAKHL IKGKLEKPD
NTDB id 81687 QU35 RS05625 WP 003245031.1 KIPFIGPMSENEDNILVATGFKKWGMTSSAVAATLLSDLVEKKENPYESIFTPSRFHLNPGLQKVISYNADVAKHLIKGKLEKPD 425
NTDB id 121 BSU 10390 NP 388920.1 KIPFIGPMSENEDNILVATGFKKWGMTSSAVAATLLSDLVEKKENPYESIFTPSRFHLNPGLQKVISYNADVAKHLIKGKLEKPD 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VQFEDI SPGEGKAVTINGRRAGAFRDETGCLHLVDTTCTHLGCEVEWNDSEHTWDCPCHGSRFKPSGEVVEGPAIKPLKQIDLD
NTDB id 81687 QU35 RS05625 WP 003245031.1 VQFEDISPGEGKAVTINGRRAGAFRDETGCLHLVDTTCTHLGCEVEWNDSEHTWDCPCHGSRFKPSGEVVEGPAIKPLKQIDLD 509
NTDB id 121 BSU 10390 NP 388920.1 VQFEDISPGEGKAVTINGRRAGAFRDETGCLHLVDTTCTHLGCEVEWNDSEHTWDCPCHGSRFKPSGEVVEGPAIKPLKQIDLD 509
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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