
logo MTYYLEENEEDFEGNLFLSGEMKP I IVRMKLMKQIR IKRATWDKI EDYYLQEGMI I LHHLLLEENQHSPDSGTQNKI
L
Y
HTKFKVKYHQRL IDELRHRSYAKKRLSH

NTDB id 585 KW2 RS10975 WP 021037965.1 MTYYLEENEFEGLFSGMKPIIRKLMKQIRIKAWDIEDYYQEGMIILHHLLEENHPSTNIYTKFKVKYHQRLIDELRHSYAKKRLH 85
NTDB id 81671 QI18 RS11815 WP 012898637.1 MTYYLEEEDFENLFSEMKPIVMKLMKQIRIRTWKIEDYLQEGMIILHLLLEEQSDGQKLHTKFKVKYHQRLIDELRRSYAKKRSH 85
NTDB id 608 V4T04 RS13125 WP 349652201.1 MTYYLEEEDFENLFLEMKPIVMKLMKQIRIRTWKIEDYLQEGMIILHLLLEEQSDGQKLHTKFKVKYHQRLIDELRRSYAKKRSH 85
consensus !!!!!!!**!!*!!**!!!!**!!!!!!!!**!*!!!!*!!!!!!!!*!!!!********!!!!!!!!!!!!!!!!*!!!!!!*!

logo DHFVIGLDI
VYECSDWIDNASGGDSTTSPEDSNELVVFNHLLVAEVYEGLSAHYQEDLLVLRQMRGEELTRMEQRYRLREKIKNAI LFSREDDEDE

NTDB id 585 KW2 RS10975 WP 021037965.1 DHFVGLDIYECSDWIDAGGSTPESELVFNHLLVEVYEGLSAHYQELLVRQMRGEELTRMERYRLREKIKNILFSRDDD 163
NTDB id 81671 QI18 RS11815 WP 012898637.1 DHFIGLDVYECSDWINSGDTSPDNEVVFNHLLAEVYEGLSAHYQDLLLRQMRGEELTRMQRYRLREKIKAILFSEDEE 163
NTDB id 608 V4T04 RS13125 WP 349652201.1 DHFIGLDVYECSDWINSGDTSPDNEVVFNHLLAEVYEGLSAHYQDLLLRQMRGEELTRMQRYRLREKIKAILFSEDEE 163
consensus !!!*!!!*!!!!!!!**!***!**!*!!!!!!*!!!!!!!!!!!*!!*!!!!!!!!!!!*!!!!!!!!!*!!!!*!**
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