
logo MKRSRSTAVNRSGIV IRRRVLTPASGDI IVTLLTPQGKLVKAIARGGVKRGPLASSRSLNLFHHVGVQTVYQGTPHNNDLAGSTVKQAVLEGALPTLAE
NTDB id 81634 QR90 RS10970 WP 039684527.1 MKSRSVNRSGIVIRRRVLPSGDIIVTLLTPQGKVKAIARGGVRGPLASRLNLFHHVGVQTYQTPNNDLGTVKQAVLEGALPTLAE 85
NTDB id 1316 DR RS04230 WP 010887465.1 MRSRTANRSGIVIRRRVTPAGDIIVTLLTPQGKLKAIARGGVKGPLSSSLNLFHHVGVQVYQGPHNDLASVKQAVLEGALPTLAE 85
consensus !*!!* !!!!!!!!!!! ! !!!!!!!!!!!!!*!!!!!!!!*!!! ! !!!!!!!!!! !! !*!!!**!!!!!!!!!!!!!!!

logo PERHYAFAHLMAEFADALFQEGEFSEQAFDELFAAASLRGVAHRQPDPEWVALVMSYKLLGLAGI
V
I
VPQTARCARCGAAPDPEHPDPLGGQ

NTDB id 81634 QR90 RS10970 WP 039684527.1 PERHAFAHLMAEFADALFQEGEFSEQAFELFAAALRGVARQPDPEWVALVMSYKLLGLAGIVPQTARCARCGAADPEHPDPLGGQ 170
NTDB id 1316 DR RS04230 WP 010887465.1 PERYAFAHLMAEFADALFQEGEFSEQAFDLFAASLRGVAHQPDPEWVALVMSYKLLGLAGVIPQTARCARCGAPDPEHPDPLGGQ 170
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!*!!!!!!!!!!!

logo

L
MLCASAKCAASLPSAPYPPAESVLDFLRGHAVVRRTVRANSFMDEAQPVPPSADERPALWRALEKRFVTLVQVGGVHSWRQLVPSSGTPVEPMVLTASVETVS

NTDB id 81634 QR90 RS10970 WP 039684527.1 MLCAACASLSAYPPESLDFLRGVVRRTVRANMDAPVPPAERPALWRALERFVTLQVGGVHSWRQLVSSTPEMTAVETVS 249
NTDB id 1316 DR RS04230 WP 010887465.1 LLCSKCAALPPYPPAVLDFLRHAVRRTVRASFEQPVPSADRPALWRALEKFVTVQVGGVHSWRQLVPSGVPVLS..... 244
consensus *!! !! !**!!! !!!!!* !!!!!!! * !!!*!*!!!!!!!!!*!!!*!!!!!!!!!!!!*! *** *****
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