
logo MDGDPVRLESASLSTLNYRNLAPCGTLNRFGPAEGVTGI
V
F
YGENGAGKTNLLEAAIYLALTGQTDAVGPR I

LEQL IVQASGESTEAYVRADLEQQSGGSLS IVQ
NTDB id 81633 QR90 RS07150 WP 052195310.1 MDPVRLESLSTLNYRNLAPCTLRFGAGVTGVFGENGAGKTNLLEAIYLALTGQTDVGRLEQLVQSGESEAYVRADLESGGSLSVQ 85
NTDB id 1315 DR RS05615 WP 010887732.1 MGDVRLSALSTLNYRNLAPGTLNFPEGVTGIYGENGAGKTNLLEAAYLALTGQTDAPRIEQLIQAGETEAYVRADLQQGGSLSIQ 85
consensus ! *!!! !!!!!!!!!!!*!! !* !!!!**!!!!!!!!!!!!! !!!!!!!!! *!*!!!*! !!*!!!!!!!! !!!!!*!

logo EVGLGRGRRQLKVDGVRAVRATGDLPRGGSAVWIRPEDSELVFGPSPSTGLRRAYLDSLLSRLSARYGEQQLGSRYERTVSQRNAALKRGGEAEW
NTDB id 81633 QR90 RS07150 WP 052195310.1 EVGLGRGRRQLKVDGVRVRAGDLPRGSAVWIRPEDSELVFGSPTLRRAYLDSLLSRLSARYGQQLGRYERTVSQRNAALKGGEAW 170
NTDB id 1315 DR RS05615 WP 010887732.1 EVGLGRGRRQLKVDGVRARTGDLPRGGAVWIRPEDSELVFGPPSGRRAYLDSLLSRLSARYGEQLSRYERTVSQRNAALRGGEEW 170
consensus !!!!!!!!!!!!!!!!! ! !!!!!! !!!!!!!!!!!!!!*!* !!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!*!!! !

logo AMAHVWDDAVLLVKLGTE I IML
TFRRRALTRLDGELARTDEANAAQLGSRKTLAELKTLLTESTTSTPETYAADLRTGRRAEELARGSTVSTGPHRDDLLVL

NTDB id 81633 QR90 RS07150 WP 052195310.1 AMAVWDDALVKLGTEIITFRRRALTRLGELATDANAALGSRKTLELKLLETTTPETYAADLTGRRAEELARGSTVSGPHRDDLVL 255
NTDB id 1315 DR RS05615 WP 010887732.1 AMHVWDDVLLKLGTEIMLFRRRALTRLDELAREANAQLGSRKTLALTLTESTSPETYAADLRGRRAEELARGSTVTGPHRDDLLL 255
consensus !!*!!!! !*!!!!!!* !!!!!!!!! !!! *!!! !!!!!!! ! ! !*!*!!!!!!!! !!!!!!!!!!!!!*!!!!!!!*!

logo TLGDGFPSASDEYASRGEGRTVALALRRAELELLAREKRFGEDQPVLL ILDDFSTAELDPGHRRAQFYLLDELAAGSVPQAIVTGTELRAPPGSAAALQTLYRWA
NTDB id 81633 QR90 RS07150 WP 052195310.1 TLGGFSASEYASRGEGRTVALALRRAELELLAERFGEQPVLLIDDFSAELDPGRRAFLLELAAGVPQAIVTGTERPPSAAAQYWA 340
NTDB id 1315 DR RS05615 WP 010887732.1 TLGDFPASDYASRGEGRTVALALRRAELELLREKFGEDPVLLLDDFTAELDPHRRQYLLDLAASVPQAIVTGTELAPGAALTLRA 340
consensus !!! !*!!*!!!!!!!!!!!!!!!!!!!!!! !*!!! !!!!*!!!*!!!!!*!! *!!*!!! !!!!!!!!!! *! !! !

logo QASGRFTPLVADDPELDEGMPQALDEGMKTPEKKAELEEVH
NTDB id 81633 QR90 RS07150 WP 052195310.1 QSGRFTPLDPLDGPLDMKPEKKAELEEVH 369
NTDB id 1315 DR RS05615 WP 010887732.1 QAGRFTPVADEEMQAEGT....A...... 359
consensus ! !!!!!* * * * * ****!******
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