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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV.WQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWE 84
NTDB id 81580 HSX14 RS09260 WP 228723564.1 MTWALVALGGGLAAVRFMPALPPTAWLLAAAA....LGLALLAGRGRAPG.........LFLLGIAWGCCCAQWALDDRLAPSLD 72
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAP....VGLLLLPFRWRPLA.........FFLFGLVWACLNAQWALDDRLPVDLD 72
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NTDB id 1426 RS RS05575 WP 011001070.1 GKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRP 169
NTDB id 81580 HSX14 RS09260 WP 228723564.1 GETRWLEGRVVGLPQRGSGVVRFELDD.PQMPGAELPSRIRLSWYGG....................PQLRGGERWRLAVTLKRP 136
NTDB id 1199 PSJM300 12650 AFN78592.1 GRTFWLEGQVTGLPDRRGDVVRFELED.IHSRHAGLPSRIRLAWYGG....................PEIRSGERWRLAARLKRP 136
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NTDB id 1426 RS RS05575 WP 011001070.1 HSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGI 254
NTDB id 81580 HSX14 RS09260 WP 228723564.1 RGLVNPHAFDYEAWLLARHIGASGSVKAGKPLAPG............NGPAAWRDRLRQGIEQ.VPAHGRNGGIAALVLGDGSGL 208
NTDB id 1199 PSJM300 12650 AFN78592.1 SGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLT.VEAHGRAGAIAALVVGDGSGL 208
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NTDB id 1426 RS RS05575 WP 011001070.1 AQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQ 339
NTDB id 81580 HSX14 RS09260 WP 228723564.1 VAADWRLLQDTGTVHLMVISGQHIALLAAVLYGAVALL.......ARLGL..WPGRLPWLPCACALAFVGSLGYGLLAGFDVPVQ 284
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NTDB id 1426 RS RS05575 WP 011001070.1 RTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRG 424
NTDB id 81580 HSX14 RS09260 WP 228723564.1 RACLMTAIALLWRLRFRHLGVVRPLLVAFCVVLAADPLASLQAGFWLSFGAVALLILIFA.......GRMGVPPWWLSWW..... 357
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NTDB id 1426 RS RS05575 WP 011001070.1 AARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALP.EPWSQPVLIWAEASFAWLMPWLDALALPGGS 508
NTDB id 81580 HSX14 RS09260 WP 228723564.1 ..RAQWTMGLALSPLLLALALPISLSGPLANLVAVPWVSLVSVPLSLLGTALQGVPWLGAGLLWLAGGSLELLFRLLAWIAAWVP 440
NTDB id 1199 PSJM300 12650 AFN78592.1 ..YAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQP 440
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NTDB id 1426 RS RS05575 WP 011001070.1 VWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGP 593
NTDB id 81580 HSX14 RS09260 WP 228723564.1 AWQATAVPPWAWLLGMGGCLLLVLPAGVP...VRVLGVALLLPTLFPPVERPPWGRADIWLLDVGQGLSVLVRTREHALLYDTGA 522
NTDB id 1199 PSJM300 12650 AFN78592.1 AWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGP 522
consensus *!*!*!*! !!! !***! **!**!*!** *!**! *!!*!*!*** *!* !*******!*!!!***!!*!**!*!!*!*!*

logo RQRYGDLFADAIMAGDERVI
V
F
L
VPYSLLRQGHLGLVEQRAQRI

LDLQTMLLMVVLSHEADNSDHAGGTAEGLTAI
V
L
M
Q

A
R
A
G
V
MPVGRTARTMVVLASSGLEPELPGRHLGLERQARAPLAGAI

L
D
E
G

P
A
A
R
T

A
G
SCGRVATNGQARWAETW

NTDB id 1426 RS RS05575 WP 011001070.1 RQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAW 678
NTDB id 81580 HSX14 RS09260 WP 228723564.1 RRGDF.DMGERVVLPSLLGLGVRQLDQLLLSHADNDHAGGAGAVLRGMPVTRVVSGEPLRL.......PAALGATACG.NQAWEW 598
NTDB id 1199 PSJM300 12650 AFN78592.1 RYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTW 599
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NTDB id 1426 RS RS05575 WP 011001070.1 DGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAV 763
NTDB id 81580 HSX14 RS09260 WP 228723564.1 DGVRLRTWRWE......QARSGNDRSCVLSVEAHGERIHLTGDIGVQAEAAWIASGE..PLRADWLLAPHHGSASSSSAALIEAV 675
NTDB id 1199 PSJM300 12650 AFN78592.1 NQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGGM..EVNARWLLAPHHGSNSSSSAVFLAAV 676
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NTDB id 1426 RS RS05575 WP 011001070.1 SAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 81580 HSX14 RS09260 WP 228723564.1 SPRGALITRGSHNAFGHPHPSVVARYRASGVAIHDTAQSGALLIRLGERD.EV.RGLRTQARFWREK................. 740
NTDB id 1199 PSJM300 12650 AFN78592.1 AADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFG.GA.RRMRDEPRFWREK................. 741
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