logo

NTDB id 1094 KZH42 RS01320 WP 002224767.1
NTDB id 1089 NMB RS00600 WP 002224767.1
NTDB id 1120 NGFG RS10355 WP 020997408.1
NTDB id 1122 0OK783 RS09595 WP 003705341.1
NTDB id 1388 A4U84 RS04945 WP 062924099.1
NTDB id 1361 HI 0985 AAC22646.1

NTDB id 1250 GCO85 RS13065 WP 027219989.1
NTDB id 1152 A1552VC RS00200 WP 000654772.1
NTDB id 81557 M2042 RS16545 WP 248525380.1
NTDB id 1399 DSB67 RS15600 WP 010645755.1
consensus

logo

NTDB id 1094 KZH42 RS01320 WP 002224767.1
NTDB id 1089 NMB RS00600 WP 002224767.1
NTDB id 1120 NGFG RS10355 WP 020997408.1
NTDB id 1122 0K783 RS09595 WP 003705341.1
NTDB id 1388 A4U84 RS04945 WP 062924099.1
NTDB id 1361 HI 0985 AAC22646.1

NTDB id 1250 GCO85 RS13065 WP 027219989.1
NTDB id 1152 A1552VC RS00200 WP 000654772.1
NTDB id 81557 M2042 RS16545 WP 248525380.1
NTDB id 1399 DSB67 RS15600 WP 010645755.1
consensus

logo

NTDB id 1094 KZH42 RS01320 WP 002224767.1
NTDB id 1089 NMB RS00600 WP 002224767.1
NTDB id 1120 NGFG RS10355 WP 020997408.1
NTDB id 1122 0K783 RS09595 WP 003705341.1
NTDB id 1388 A4U84 RS04945 WP 062924099.1
NTDB id 1361 HI 0985 AAC22646.1

NTDB id 1250 GCO85 RS13065 WP 027219989.1
NTDB id 1152 A1552VC RS00200 WP 000654772.1
NTDB id 81557 M2042 RS16545 WP 248525380.1
NTDB id 1399 DSB67 RS15600 WP 010645755.1
consensus

D’QKQZ?%XE“ESAI@ BNAE%ééLARQ@EJ\\_ EllE

AP AW AAIIRHKQALEAWR

il

AL
i KHALARQAINIVWIERE
AP ARMA ABTREKQAMEMNI RN ABKRAL ARQAINIVSIENE

ALARQALSVVARENE
ALARQALNYVARENE

APAINMAPAVRHKHA|REERURMAJRK
APASNMAPAVRHKHA|REERURMAJRK

SPIURQQ
STIHEQL
22Dl e 0o P P ool s A@Féﬂ@gm Lk

SAANNRY|
EASTNHH
AASSHHH

* ey Y ! FURDLTL ok

Jikalat o AN D 30el il o i el R

kx ok x|

sosilt

GIDGIIAHINGAL A[GIMTIAVLG
GIDGIIAHINGALIRA[GGIMNT IAVLG

[oNoNoNoNoNoNPNG NP NP

DU x k Dtokorsk 1 DRl Lk Dk Dok LD dokk | e

156
156
156
156
148
149
150
151
153
1563

235
235
235
235
228
229
229
230
232
232



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1094
1089
1120
1122
1388
1361
1250
1152

1399

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1094
1089
1120
1122
1388
1361
1250
1152

KZH42 RS01320 WP 002224767.1
NMB RS00600 WP 002224767.1
NGFG RS10355 WP 020997408.1
0K783 RS09595 WP 003705341.1
A4U84 RS04945 WP 062924099.1
HI 0985 AAC22646.1

GCO85 RS13065 WP 027219989.1

A1552VC RS00200 WP 000654772.1
81557 M2042 RS16545 WP 248525380.1

DSB67 RS15600 WP 010645755.1

KZH42 RS01320 WP 002224767.1
NMB RS00600 WP 002224767.1
NGFG RS10355 WP 020997408.1
0K783 RS09595 WP 003705341.1
A4U84 RS04945 WP 062924099.1
HI 0985 AAC22646.1

GCO85 RS13065 WP 027219989.1

A1552VC RS00200 WP 000654772.1

81557 M2042 RS16545 WP 248525380.1

1399

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1094
1089
1120
1122
1388
1361
1250
1152

DSB67 RS15600 WP 010645755.1

KZH42 RS01320 WP 002224767.1
NMB RS00600 WP 002224767.1
NGFG RS10355 WP 020997408.1
0K783 RS09595 WP 003705341.1
A4U84 RS04945 WP 062924099.1
HI 0985 AAC22646.1

GCO85 RS13065 WP 027219989.1

A1552VC RS00200 WP 000654772.1

81557 M2042 RS16545 WP 248525380.1

1399

consensus

DSB67 RS15600 WP 010645755.1

I

Nv

e L TRALESJEF

NSGSLITARYAMEQGREVFA PRS [MNPMSEGCHKLIK GABMLVEN DILEN INIROENA: N3N -
KSGSLITARYAMEQEREVFAVPGYINNESSMNGCH LIKNGANLVENWEDILIRY FaOb:R IHSQ.EIDFDQIA....
AA KSGSLITARJAMEQNR VillA PGSIBINPI} GCHJL [NGAKLVEY MAD L E KIEHH ...............

ol e

AAAAB

GASBYSINKGI|JEKRI
GASBYSINKGI|JEKRI
GASBYSINKDT|ZDTGR
GASBYSINKDTIYDTGR

AAEKSGSLITARYAAEQGREVFMVPGSIFNAASQGSNQLI TW L ...............
Dw I, i
DW I.... .. 0 ..

sk Poksksk D esksk | * % % k *

3 e e e o L S\/ i
EA\/QTA ‘Igﬁsg'\ﬁ) ﬁ §E%§£EEJ)\_XV E ¥i§‘p’\|/>>§ AT?Y é ] /\r‘ L/\ E&'rv DD/\.KQEﬁ [ Tle
TAVQTASDQLSLIZEGIMMPSEKTIENRP VGG SHNE HPDARWAGQL MPAADLYA LLELELBGEVINA  PGGIAER] )
TAVQTASDQLSLIZEGMMPSEKTIENRP VGG SHNE 130D LA MPEVADL)@N LLELELP/GRIVEIA ' PGGl3a4e] - s
RTVQTAY. . APPJZAA IL 130D LA MPEWADL)@N LLELELDGRIVEIA  PGGi3a4e] - i
RAVQTAY. .APP|gAA L HPPARWAG Q LESUIZ A ADIY ASSRRRNARD(E S\ A WMEeIeR Y QR T

....... KQAVKSEP FEQESL] BLLYLELIGYVIEVRGGY el
..... VPNYTPPEDPH. . . Q CHYERIS
........... SNKPI e iy Nge Y B LRELELGAV AVPGGY R[9S

...... SEQVPYQATLIISAVQS
...... NQS....TDL SlLND
...... NQS .LDL
* * % ok %k ok % ok % k * % ok X

T

RN 397
T 397
iT 395
T 395

375

e 373
YER 361

G. 371

G. 369

G. 369

X non conserved
B similar
> 507 conserved

315
315
315
315
303
303
294
295
297
297

395
395
393
393
375
373
358
369
367
367



