
logo MHRFLKNGKAAVKNSVFTLSTLTASCLLMAFNSYAAVDCASPLEQEVWDNSSAKI
VYNGGDKQVQHYEQGNSAYEKARYWTQNNNPAEQFASGDQWAGEQWEKASLGA

NTDB id 81528 FORC9 RS18610 WP 060533876.1 MRFKNGKAAKNVFTLSTLTASCLMAFNSYAAVDCSPLQEWNSSAIYNGGDKVQYQGSAYEARYWTQNNNPAEFSGDWAQWKALGA 85
NTDB id 1300 VP RS19160 WP 005479129.1 MHLKNGKAVKSVFTLSTLTASCLLAFNSYAAVDCAPLEVWDSSKVYNGGDQVQHEGNAYKARYWTQNNNPAQ.AGQWGEWESLGA 84
consensus !* !!!!! ! !!!!!!!!!!!!*!!!!!!!!!! !! ! !! *!!!!! !!* ! !! !!!!!!!!!!! * ! !* ! !!!

logo CDGNTGPVDPPQVNEQI
VPTTVATLTASPSVASTADSVI

V
K
T
A
EGEVVNVLAADTAADQTDGSTI

V
A
SKVEFFLVDGAVLVVGQDSTSAPF ISASWTATAEGAVHETFSSTKVASY

NTDB id 81528 FORC9 RS18610 WP 060533876.1 CDN.GPVD.PVNQVPTTALTSPVATDVVKEGEVVVLAATAADQDGSVAKVEFLVDGVVVGQDTSAPFSASWTATAGAHTFSSVAY 168
NTDB id 1300 VP RS19160 WP 005479129.1 CDGTGPVDPPQNEIPTVTLTAPSASASITAGEVVNLAADAADTDGTISKVEFFVDGALVGQSTSAPFIASWTATEGVHEFSTKSY 169
consensus !! *!!!!*! ! *!! !! ! !* * !!!! !!! !!! !!** !!!! !!! *!!! !!!!! !!!!!! ! ! !!* !

logo DDAKGAVSQTAPSNSVTLTI
V
A
ESTVQPGNETAVPTVDLVALSATMS IVELQGAGTVVTLTASNAADASDGSTI

V
A
EKVDFFYVAGGAVLAVGTAATATAPYTLDVYTPTSTKQA

NTDB id 81528 FORC9 RS18610 WP 060533876.1 DDKGAVSQPSNVTLTVESTQPGNTVPTVDLALSATMVEQGAVVTLTSNAADSDGTVEKVDFFVGGVLVGTAATAPYTLDYTTTQA 253
NTDB id 1300 VP RS19160 WP 005479129.1 DDAGAVSTASSVTLTIASVQPGNEAPTVDVALSATSIELGGTVTLTANAADADGSIAKVDFYVAGALAGTATAAPYTLDVTPSKA 254
consensus !! !!!! *! !!!!* ! !!!! !!!!*!!!!! *! !* !!!! !!!! !!** !!!!*!*! ! !!! !!!!!! !** !

logo GASLASVFYAKRATDNALGASTTDSASAIAQTLKTVNGGVAPVAVASNSCRPDGLYQTETGVDNVPYCSTIYDEEGREKMGADHPRRVIGYFTSWRASGDDPQAS
NTDB id 81528 FORC9 RS18610 WP 060533876.1 GSLSVFARATDNLGATTDSSAQTLKVNGVAPVASCRPDGLYQTEGVNVPYCTIYDEEGREKMGADHPRRVIGYFTSWRSGDDPQA 338
NTDB id 1300 VP RS19160 WP 005479129.1 GALAVYAKATDNAGASTDSAIATLTVNGGAVASNCRPDGLYQTTGVDVPYCSIYDEEGREKMGADHPRRVIGYFTSWRAGDDPQS 339
consensus ! ! !*!*!!!! !!*!!! !! !!! !* !!!!!!!!! !! !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!

logo

A
TYLVKDIPWEQLTHINYAFVS IGSDGKVNVGDVNDPNTNAATGKETWPGVE I

VDPTLGFKGHFGALATYKEQKHYDGVKTL I S IGGWAETG
NTDB id 81528 FORC9 RS18610 WP 060533876.1 AYLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPTNAATGKEWPGVEIDPTLGFKGHFGALATYKEKYGVKTLISIGGWAETG 423
NTDB id 1300 VP RS19160 WP 005479129.1 TYLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPNNAATGKTWPGVEVDPTLGFKGHFGALATYKQKHDVKTLISIGGWAETG 424
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!! !!!!!*!!!!!!!!!!!!!!!!! !* !!!!!!!!!!!!!!

logo GHFDGADNGDKRVADGGFYTMTTNADGS INHAGI EKFAATSAVEMI
MRKYKFDGLVDIDYEYPTSMAGAGNPDYDKADFMEPRRAQYLWASYQE

NTDB id 81528 FORC9 RS18610 WP 060533876.1 GHFGADGKRVADGGFYTMTTNADGSINHAGIEKFATSAVEMIRKYKFDGVDIDYEYPTSMAGAGNPDDKAFMEPRRAYLWASYQE 508
NTDB id 1300 VP RS19160 WP 005479129.1 GHFDANGDRVADGGFYTMTTNADGSINHAGIEKFAASAVEMMRKYKFDGLDIDYEYPTSMAGAGNPYDKDFMEPRRQYLWASYQE 509
consensus !!! ! ! !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!!*!!!!!!!!!!!!!!!! !! !!!!!! !!!!!!!!

logo LMKRVLREKLDAQASAQDGTVHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFYDTGEKDSELAQWNVYG
NTDB id 81528 FORC9 RS18610 WP 060533876.1 LMRVLREKLDQASAQDGVHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALYDTGEDSELAQWNVYG 593
NTDB id 1300 VP RS19160 WP 005479129.1 LMKVLREKLDAASAQDGTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYG 594
consensus !!*!!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !!!!!!!!!!!



logo TAAQYGGIGYLNTDWAYHYFRGSMPAGR INIGVPYYTRGWQGVTGGDTNGLWGRAALPNQAECAQPGTGEGEKNNCGHNGAI
MGIDNMWH

NTDB id 81528 FORC9 RS18610 WP 060533876.1 TAQYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGGTNGLWGRAALPNQAECAPGTGEGEKNNCGHGAMGIDNMWH 678
NTDB id 1300 VP RS19160 WP 005479129.1 TAAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGGDNGLWGRAALPNQAECQPGTGEGEKNNCGNGAIGIDNMWH 679
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!*!!*!!!!!!!

logo DLTDPKQGNREMGAGSNPMWHAKNLEKGI FWGSYAQSAYGKLDPVNDPQSDKLVGSTYTVRNYDSVAVAPWLWNAEKAGVFLSTEDKAS IVESVKAD
NTDB id 81528 FORC9 RS18610 WP 060533876.1 DTDPKGNEMGAGSNPMWHAKNLEKGIFGSYASAYKLDPVNDPQDKLVGSYVRNYDSVAVAPWLWNAEKAVFLSTEDKASVSVKAD 763
NTDB id 1300 VP RS19160 WP 005479129.1 DLDPQGREMGAGSNPMWHAKNLEKGIWGSYAQAYGLDPVNDPSDKLVGTYTRNYDSVAVAPWLWNAEKGVFLSTEDKASIEVKAD 764
consensus ! !! ! !!!!!!!!!!!!!!!!!!!*!!!! !! !!!!!!! !!!!!*! !!!!!!!!!!!!!!!!!*!!!!!!!!!!* !!!!

logo YVIDKE IGGIMFWELAGDYNCYVLDANGNRTATIDAETEQACAATGNGEFYHMGNSTMTKAIYDKFKSATPYGNKTVATGAP I
TPSTEATLVDIATV

NTDB id 81528 FORC9 RS18610 WP 060533876.1 YVIDKEIGGIMFWELAGDYNCYVLDANGNRTTIDETEQACATGNGEFHMGNSMTKAIYDKFKSATPYGNTVATGAIPSETLDIAV 848
NTDB id 1300 VP RS19160 WP 005479129.1 YVIDKEIGGIMFWELAGDYNCYVLDANGNRTAIDATEQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKVATGPTPTEAVDITV 849
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!! !!!!*!!!!*!!!!!!!!!!!!!!!!! !!!!* !*! *!! !

logo SVGGFKVGDQNYP INPKI
VTFTNNTGQTAIPGGTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVASFSLPAWK

NTDB id 81528 FORC9 RS18610 WP 060533876.1 SVGGFKVGDQNYPINPKVTFTNNTGTAIPGGTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVAFSLPAWK 933
NTDB id 1300 VP RS19160 WP 005479129.1 SVGGFKVGDQNYPINPKITFTNNTGQAIPGGTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVSFSLPAWK 934
consensus !!!!!!!!!!!!!!!!!*!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!

logo

D
ELPAGGTYELDMVYYLP I SGPANYSVI

N
I
S
G
NGKVDEFYAFKFEQPDLP I

V
A
GDLNSAGNTGGGNGTGTGGDTEGGPGNTGGSCGDTAGGLNTVGTYPNSGLPTQVI

T
D
QWAE

NTDB id 81528 FORC9 RS18610 WP 060533876.1 ELPAGGTYELDMVYYLPISGPANYSVNINGVDYAFKFEQPDLPVADLSAGNGGNTGGGDTGGGNTGGGDTGGNTG..SGTVIQWE 1016
NTDB id 1300 VP RS19160 WP 005479129.1 DLPAGGTYELDMVYYLPISGPANYSVISGGKEFAFKFEQPDLPIGDLNAGTGGGGT...TEP...GSCDTAGLVTYPNLPQTDWA 1013
consensus *!!!!!!!!!!!!!!!!!!!!!!!!! ! **!!!!!!!!!!**!! !! !! ***! ****! *!!*! ** * !

logo

G
P
G
N
P
V
S
T
H
Q
A
VNNQGDEKTVI

T
F
HNGKVCVFYQVAKNWWTASEPG

NSDPGSVWAESTPVCTNQI
T
NWFWDEVTCP

NTDB id 81528 FORC9 RS18610 WP 060533876.1 PGVTQVNNGETVTFNGKCFVAK.......NSPGVWESPTQTNWFWDEVTCP 1060
NTDB id 1300 VP RS19160 WP 005479129.1 GNPSHANQGDKVIHNGVVYQANWWTASEPGSDGSWATVCNI.......... 1054
consensus * *** !*!* ! *!! ** ! ******* !*! ! **** **********

X non conserved

X similar

X ≥ 50% conserved


