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NTDB id 81444 H1204 RS01695 WP 180729550.1 MKASLQLRLSQHLALTPQLQQSIRLLQLSTLELQQEVSMAIAQNPLLETEDDWIASPLRVAADGTVISQTSQNTSPEEMSSSPPS 85
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTESPPPA 85
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !* !!!!! ! *!* ** !**!!!*! ! *! * !*!!
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NTDB id 81444 H1204 RS01695 WP 180729550.1 SSSSTSSGESQEGGEPQGVDEYNGMGSDANSDANQWNLDDYGRSGNASDDDDLPPLQIHESTTTLRDHLTAQLRVTGASARDRAL 170
NTDB id 1425 RS RS02020 WP 011000369.1 ANGADHA.DTAE....ASYENGSDFDSDYGTERSDWSLDDFARKPQS.DEDDRAPMQLREAEPTQREFLMEQLAPLKLSPRDKGL 164
consensus * *** !**** * !! ** ! !!!**! ** *!*!! *!*!**! *! !**! !! * !*!!**!
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VGARSAASECLRTLQLCQRLDEPSPATKRPTLALDTIVANHQHLE
NTDB id 81444 H1204 RS01695 WP 180729550.1 ITFLIESLDDDGYLTATFDEILTDLPEELEVDTDELNAALALLHSFDPAGVGARSASECLRLQLCRLEPSPTRTLALDIVAHHLE 255
NTDB id 1425 RS RS02020 WP 011000369.1 VIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD.SPAKPLALTIVNQHLE 248
consensus * !!!!!!!!*!!!!** !!!! !!! !!!!* !!!*!!! *!*!!!!!!*!!!!! !!! !!!*!!**!! **!!! !! *!!!

logo LLAARDFYTRLKRKAYLKSAVDSDDGDELKRAEAHAEL IRSLAEPFPGAHAFYGKRAEADFYVVPDI
V
M
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NTDB id 81444 H1204 RS01695 WP 180729550.1 LLAARDFTRLRKYLKASDDDLREAHALIRSLEPFPGAAYGKAEADYVVPDIMVRKTAQGWQAELNPEVVPKLRINHLYANILRNN 340
NTDB id 1425 RS RS02020 WP 011000369.1 LLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMPRLRINDMYAQILRSS 333
consensus !!!!!!*!!!*! ! ! *!* !! !!!!! !!!!*!*!*!!!!*!!!!**!!!!! !! ! !!!*!*!*!!!!**!!*!!!

logo RGDEPSGASAGNSLQRQKQLQEARWL IKNIQQRFDETI LRVASQAIVERQKNSFFATHGE IAMRPLVLRE IADTLGLHESTI
VSRVTTGNKYMALTPFMG

NTDB id 81444 H1204 RS01695 WP 180729550.1 RGDPGSGSLRQQLQEARWLIKNIQQRFETILRVAQAIVERQKNFFAHGEIAMRPLVLREIADTLGLHESTVSRVTTGKYMLTPFG 425
NTDB id 1425 RS RS02020 WP 011000369.1 RGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMG 418
consensus !!**! * ! ! !!!!!!!!!!!!!!!*!!!!! !!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!! !!! !! !

logo TFLEFLKYFFGSHVSTDETGGAASSTAIRAL IKQL IVGAEDPTKNSPLSDSR IAELLAGEQGFVVARRTVAKYREALKIPAVNLRKSL
NTDB id 81444 H1204 RS01695 WP 180729550.1 TLEFKYFFGSHVSTDTGGAASSTAIRALIKQLIGAEDTKSPLSDSRIAELLAEQGFVVARRTVAKYREALKIPAVNLRKSL 506
NTDB id 1425 RS RS02020 WP 011000369.1 TFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus ! ! !!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!*! !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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