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NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGIAAAAT........ 72
NTDB id 81428 PN96 RS01345 WP 020333947.1 MKSNKQKKQQGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSALGVGLANITALKTNIEDYIATEGSFPSTT.SGTKADF 79
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATT.AGTAAGF 79
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATT.AGTAAGF 79
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATT.AGTAAGF 79
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNE.GAVPTKLSD...... 68
NTDB id 1192 PA4525 NP 253215.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALATINPLKTTVEESLSR.GIAGSKIKIGTTAST 74
NTDB id 1197 PSJM300 03940 AFN76866.1 ...MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINE.GKTPSLT.......S 69
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NTDB id 1292 VP RS12235 WP 005479693.1 ..LAQLGVDVAANDLGAIDSALA.GGSPTLTFTFD...ADSSIDGGILTFTRDAATGWSCLPTAPA.IAVDGCS...... 139
NTDB id 81428 PN96 RS01345 WP 020333947.1 TRLGTV..EDMGDGNVLITPTSDGSLDGTVKFTFD....AGVVNTQKIQLVRS.GGLWICETTAASEISPKGCAAGSTIK 152
NTDB id 1184 GTF74 RS02335 WP 000649326.1 TRLGTV..EDMGDGKIVIAPTASGALGGTIKYTFD....AGVVSSSKIQLARDANGLWTCSTTVTSEIAPKGCTAGATIN 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 TRLGTV..EDMGDGKIVIAPTASGALGGTIKYTFD....AGVVSSSKIQLARDANGLWTCSTTVTSEIAPKGCTAGATIN 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 TRLGTV..EDMGDGKIVIAPTASGALGGTIKYTFD....AGVVSSSKIQLARDANGLWTCSTTVTSEIAPKGCTAGATIN 153
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ..VGFTAATSSVCATYSIDAFTETDGAGKITCTLK...GNPKIATKIVELTRSTDGAWTCVSDVPTEFLPKGCTAGTPTE 143
NTDB id 1192 PA4525 NP 253215.1 ATETYVGVEPDANKLGVIAVAIEDSGAGDITFTFQTGTSSPKNATKVITLNRTADGVWACKSTQDPMFTPKGCDN..... 149
NTDB id 1197 PSJM300 03940 AFN76866.1 TDEGYIGITDSTSY...CDVDLDTAADGHIECTAK.GGNAGKFDGKTITLNRTADGEWSCASTLDAKYKPGKCS...... 139
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NTDB id 1292 VP RS12235 WP 005479693.1 ...... 139
NTDB id 81428 PN96 RS01345 WP 020333947.1 ...... 152
NTDB id 1184 GTF74 RS02335 WP 000649326.1 ...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ...... 153
NTDB id 1038 H0N27 RS01510 WP 000993725.1 GAITSL 149
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