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NTDB id 81308 KI220 RS14465 WP 130569497.1 ....AVDKHPPIKTPSHT........IFQSKTTIQREAALNILSRYEEGLKGIKLKTEIEKETGFPIKNMTTFMKSLMKHRPDIK 143
NTDB id 79 BSU 14240 NP 389307.1 QPQLQSISSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTFMQSLIKMYPEVK 170
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