
logo MDNDNQALSAQSEPVCLLAITI
L
C
L
NR I

L
M

K
N
R

G
Q
R

L
T
I
L
G
SPRSTLVLTLKLWQWKAQRW

DPDSMLNSLMTFGSEPQKLVLNHQLTLVSTKRSDIVDQS ILEKAERASDGLPSWLAACQASTLIRKKNEFLADIPEDQEF ILYKPSKNTDLVKLPNRLVWI
L
A
R
S

A
SYERSAESAEQNGHIVHNR I

M
T

NTDB id 1250 GCO85 RS13065 WP 027219989.1 MNNLQPLLALNRMKR.IGPRTVLKLQKRWPDLNLMFQL....SSVDLEEAGLPSWLAQTIKNFDPDFIKTDLNWLS..SSENHHI 78
NTDB id 81304 KI220 RS13395 WP 075213242.1 MNDSSELLILLRLRGTLSPSLLTKWWKQDPSLSLTGEKNHLLTKISLKRSDL.....CSIRKLAEQELSNVKRLIRSYEAAGVRM 80
NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLLSPSLLLKWWKADPSMSLTSPVLQTVTRDQIKA........AALKNEIEQFYPKLPRVLAAYREQGINT 77
consensus !** *! * !** **!****!**! *!***!* * **** ** * **** **** * *** * ** *

logo

A
I
L

A
P
T

W
I
C
D
SSKPDQYYPFALSWLKEIS IAHYDPPAFP I

VLYFLAKGEDLMVKSTALLNSTEKQGQPRKLSLIAGIVGSTRSNAPTSALVTYGNKEQRANVVANRVAHFLSTVKRELI SCKRHKSGVWSTVIVSGLAKLSGIDAGHLMS
AHALQAEGCSLICEK

NTDB id 1250 GCO85 RS13065 WP 027219989.1 LTWDSPYYPALLKEIADPPFILYAKGELSALTQ.PSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLALGIDAHAHLGCLE 162
NTDB id 81304 KI220 RS13395 WP 075213242.1 AAICSPDYPASLKIIHDPPPVLFLKGDVKLLNEQRLIGIVGTRSPSLYGKRAAVHLVRELCKKSWTIVSGLAKGIDGLAHQESIC 165
NTDB id 114 BSU 16110 NP 389493.1 IPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEICRKGWVIVSGLASGIDGMSHAASIK 162
consensus * * !* !!* !! ! !!! *!**!!****!* * **!!!*!*****!* * ****!*******!!!!!! !!!***! ***

logo

A
G
S

G
KGKRTIAGVLIGATGGI

F
D
N
Q

C
H
S IYPRRENHRLKQLADEGHQI

M
T
A
K
E
H
N
G
H
I
LLVLSEFHPLPEHKSTVPKP I

Q
A
K
G
WHFPLMRNRLI I SGLTSLECGVI ILVVI

V
E
Q
A
G
A
K
I
EKSGSL ITARYMQALEQNG

NTDB id 1250 GCO85 RS13065 WP 027219989.1 GGGKTIAVLGTGIDCIYPRRHLKLAEQITENGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVIEAAIKSGSLITARMALEQN 247
NTDB id 81304 KI220 RS13395 WP 075213242.1 SKGRTIGVIAGGFNSIYPREHRQLAGQMAENHLLVSEHPPHVKPQKWHFPMRNRLISGLTEGIVVVQGKEKSGSLITAYQALEQG 250
NTDB id 114 BSU 16110 NP 389493.1 AKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRIISGLSEGVIVVQGKEKSGSLITAYQALEQG 247
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