
logo MTRGAGLRML ILVGAFLVACAGCLALMALSLQRTFLMRPAGQLAPPVWQPALLGS
T

F
G
L

A
G
C
WLLAALMALPVVLRGGLRGLVALRLFLPFPTRLVPVLMWARLPVPLGAAFLAFCLAFLGFGLAGVWSADCFLWFNRAQW

Q
R
ALSDVDVRLPAMPVDAW

L
E
DG

NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 81218 PSm6 RS19525 WP 265167999.1 MTGRLVALACGLASLRFMPGLP........TGGWLLAAAVLGGVLLFTR....LRLPGLFLLGGAWACFFAQQALDDRLAMALDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLP........SFGWLLALAPVGLLLLPFR....WRPLAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 81218 PSm6 RS19525 WP 265167999.1 ETRWLQGQVVGLPQRGGGVVRFELED.AVAPGLRLPQRMRLSWYGG....................PEVRGGERWRLAVTLKRPR 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELED.IHSRHAGLPSRIRLAWYGG....................PEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 81218 PSm6 RS19525 WP 265167999.1 GLVNPHAFDYEAWLLARHTGATGSVKAGEPLQRG............SGPAAWRDRVRQGIES.VPAHGRNGGIAALVLGDGSGID 209
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLT.VEAHGRAGAIAALVVGDGSGLS 209
consensus ***!! *!!*!***!!* **!*!****!*** * **!!***!* *** *********!*!!!*!!*!!*

logo

Q
S
TADWEQRLRVFLLQRDNRTGI

T
S
VHLVMS

VI SGLQHVIAGTLMI
LAAGVLFLGYGAALVW

V
A
L
M

A
LLWRRSFGLARFWLGRITPLWPLQRRMLPAWQLRPACWGAACAGVALAMFVAAGSAFLAGYCGW

LLAGMFDEGVPAVRQR
NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 81218 PSm6 RS19525 WP 265167999.1 SADWQLLLNTGTVHLMVISGQHIALLAAVLYGAVALL.......ARFGI..WPRRLPWLPCACALAFVGSLGYGLLAGFDVPVQR 285
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGI..WPQRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 81218 PSm6 RS19525 WP 265167999.1 SCLMTAIALLWRLRFRHLGVLRPLLVAFCVVLAADPLASLQAGFWLSFGAVALLVLIFA.......GRLGVPPWWRSW....... 356
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR.......GRLGVPSWWRAL....... 356
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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALP.EPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 81218 PSm6 RS19525 WP 265167999.1 WRAQWTMGLALSPLLLAMALPISLSGPLANLIAVPWVSLVSVPLSLLGAALQGVPGLGAGLLWLAGGSLELLFRLLGWIAEWIPA 441
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 81218 PSm6 RS19525 WP 265167999.1 WQATAVPVWAWLLGILGCLLLIVPTGMP...VRALGVALLLPTLFPPVERPAWGRADIWLLDVGQGLSVLVRTREHALLYDAGAR 523
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 81218 PSm6 RS19525 WP 265167999.1 RGDF.DMGERVVLPSLLGLGVRRLDQMLLSHADNDHAGGAGAVMRGMPVARVVSGEPERL.......PASLGAEACRD.QAWEWD 599
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWN 600
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NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 81218 PSm6 RS19525 WP 265167999.1 GVRLRTWHW......EAARTGNDRSCVLSVEARGERIHLTGDIGAQAEAAWIASG..EPLPADWLLAPHHGSASSSSAALIGAVA 676
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRW......PQATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 81218 PSm6 RS19525 WP 265167999.1 PRGALITRGSHNAFGHPHPTVIARYRAAGAAIHDTAESGALLIRLGERD.EV.RGLRTQARFWREK................. 740
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFG.GA.RRMRDEPRFWREK................. 741
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