
logo MSRGGATPYRFLL IRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKAKAIAEYRAQNG
NTDB id 81142 HT073 RS08250 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKAKAIAEYRAQNG 85
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logo AFKSVDDL IKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK
NTDB id 81142 HT073 RS08250 WP 003703428.1 AFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
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