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NTDB id 81104 HT081 RS10940 WP 172762861.1 ...KDDTNAIDTKHLPSTCRDKSTAT. 160
NTDB id 1119 NGFG RS11465 WP 017147169.1 VADAKDGKEIDTKHLPSTCRDKASDAK 166
NTDB id 1191 AAC28468.1 484..945( ) ........GIETRRLPTSCQ*...... 153
NTDB id 1424 RS RS02795 WP 011000517.1 SVAPSGTMSLAAKYAPAECR....... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........S.DKKYVPSECRG...... 147
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ........TLLAKYRPASCRP...... 136
NTDB id 1274 LPP RS09530 WP 011214168.1 ........TLLAKYRPASCRP...... 136
consensus ** * *!**!*

X non conserved

X similar

X ≥ 50% conserved


