
logo MSAP IRAFDPLTAP I SGTNL I EASAGTGKTYGIAALFTRL IVLEQKSVERVLVVTFTKAATAELKTRLRARLDDVLQVLESKE IA
NTDB id 80974 HT085 RS02260 WP 003690825.1 MSAPIRAFDPLTAPISGTNLIEASAGTGKTYGIAALFTRLIVLEQKSVERVLVVTFTKAATAELKTRLRARLDDVLQVLESKEIA 85
NTDB id 1132 OK783 RS01905 WP 010951035.1 MSAPIRAFDPLTAPISGTNLIEASAGTGKTYGIAALFTRLIVLEQKSVERVLVVTFTKAATAELKTRLRARLDDVLQVLESKEIA 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ELGDDTLSDGIAAYCAEHHEGDTFLPALLEQALQKESRTRL IVRLKAAIGQFDNAAIYTIHGFCQR I LRDYAFLCQAPFDVELTE
NTDB id 80974 HT085 RS02260 WP 003690825.1 ELGDDTLSDGIAAYCAEHHEGDTFLPALLEQALQKESRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLCQAPFDVELTE 170
NTDB id 1132 OK783 RS01905 WP 010951035.1 ELGDDTLSDGIAAYCAEHHEGDTFLPALLEQALQKESRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLCQAPFDVELTE 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EDGDRLLVPAQDFWRERVSGDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADLKQAQRDAETSWQTVCRLLPELEAGF
NTDB id 80974 HT085 RS02260 WP 003690825.1 EDGDRLLVPAQDFWRERVSGDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADLKQAQRDAETSWQTVCRLLPELEAGF 255
NTDB id 1132 OK783 RS01905 WP 010951035.1 EDGDRLLVPAQDFWRERVSGDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADLKQAQRDAETSWQTVCRLLPELEAGF 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo WR IHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPCFLDKDTHERLLKLSSDKLEAGLKKGKTPDAAVFAELQKLADFGRDLNALEE
NTDB id 80974 HT085 RS02260 WP 003690825.1 WRIHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPFLDKDTHERLLKLSSDKLEAGLKKGKTPDAAVFAELQKLADFGRDLNALEE 340
NTDB id 1132 OK783 RS01905 WP 010951035.1 WRIHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPCLDKDTHERLLKLSSDKLEAGLKKGKTPDAAVFAELQKLADFGRDLNALEE 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AEEATTMIRLQLDL I EYLNSSLAEMKKSRRERGFDDLLLDVHTALTDNPHAETPARAVAENWE IAL IDEFQDTDPLQYE I FQKI F I
NTDB id 80974 HT085 RS02260 WP 003690825.1 AEEATMIRLQLDLIEYLNSSLAEMKKSRRERGFDDLLLDVHTALTDNPHAETPARAVAENWEIALIDEFQDTDPLQYEIFQKIFI 425
NTDB id 1132 OK783 RS01905 WP 010951035.1 AEETTMIRLQLDLIEYLNSSLAEMKKSRRERGFDDLLLDVHTALTDNPHAETPARAVAENWEIALIDEFQDTDPLQYEIFQKIFI 425
consensus !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAAL IGS IGALFRLKERPFVLENIGYSEVGAARAESRLS
NTDB id 80974 HT085 RS02260 WP 003690825.1 ARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAALIGSIGALFRLKERPFVLENIGYSEVGAARAESRLS 510
NTDB id 1132 OK783 RS01905 WP 010951035.1 ARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAALIGSIGALFRLKERPFVLENIGYSEVGAARAESRLS 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PKRPAVQLRWLHENDNEKANKDVLRRRAADYCADE IARALNEASGGRLNFKDGRPLQSGDIAVLVRTHNEAVMI SAALKKRQVQSV
NTDB id 80974 HT085 RS02260 WP 003690825.1 PKRPAVQLRWLHENDNEKANKDVLRRRAADYCADEIARALNEASGGRLNFKGRPLQSGDIAVLVRTHNEAVMISAALKKRQVQSV 595
NTDB id 1132 OK783 RS01905 WP 010951035.1 PKRPAVQLRWLHENDNEKANKDVLRRRAADYCADEIARALNEASGGRLNFKDRPLQSGDIAVLVRTHNEAVMISAALKKRQVQSV 595
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo LLSRESVFASPEAAALSAL IGFWLEPRRAGTLRFVLTSGI FGYDAQQLHDFNQNESE I LHWAESARTALDIWQKYGI FAAMQQFS
NTDB id 80974 HT085 RS02260 WP 003690825.1 LLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSGIFGYDAQQLHDFNQNESEILHWAESARTALDIWQKYGIFAAMQQFS 680
NTDB id 1132 OK783 RS01905 WP 010951035.1 LLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSGIFGYDAQQLHDFNQNESEILHWAESARTALDIWQKYGIFAAMQQFS 680
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QTHGI ETRLLSRNNGRSLTNYFQLLELLAAEDAQNRNPAALHKWLRDQI SLAGNNGGDNRAIRLESDEDLVKIVTMHASKGLQYP
NTDB id 80974 HT085 RS02260 WP 003690825.1 QTHGIETRLLSRNNGRSLTNYFQLLELLAAEDAQNRNPAALHKWLRDQISLAGNNGGDNRAIRLESDEDLVKIVTMHASKGLQYP 765
NTDB id 1132 OK783 RS01905 WP 010951035.1 QTHGIETRLLSRNNGRSLTNYFQLLELLAAEDAQNRNPAALHKWLRDQISLAGNNGGDNRAIRLESDEDLVKIVTMHASKGLQYP 765
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LVYCPFAWDAQDTGPSDWQI LHQGANRAELLAKAQLSESEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYL
NTDB id 80974 HT085 RS02260 WP 003690825.1 LVYCPFAWDAQDTGPSDWQILHQGANRAELLAKAQLSESEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYL 850
NTDB id 1132 OK783 RS01905 WP 010951035.1 LVYCPFAWDAQDTGPSDWQILHQGANRAELLAKAQLSESEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYL 850
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I EGLPQDSRETVRRTYACEKDGITMLKRNWRRVADNAPAGTDFATFTEDAPPPAAYRGNADQAAEFAANS IPERGFRFVRHTSFTA
NTDB id 80974 HT085 RS02260 WP 003690825.1 IEGLPQDSRETVRRTYACEKDGITMLKRNWRRVADNAPAGTDFAFTEDAPPPAAYRGNADQAAEFAANSIPERGFRFVRHTSFTA 935
NTDB id 1132 OK783 RS01905 WP 010951035.1 IEGLPQDSRETVRRTYACEKDGITMLKRNWRRVADNAPAGTDFTFTEDAPPPAAYRGNADQAAEFAANSIPERGFRFVRHTSFTA 935
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LSRHQTQTPDGGEEDACPSLDAAETSVPAMPSETPTASDGI S IHDFPKGTQAGLCLHE I LEDFKFGQAAAEQETL IADKLKKYGFE
NTDB id 80974 HT085 RS02260 WP 003690825.1 LSRQTQTPDGGEEDACPSLDAAETSVPAMPSETPTASDGISIHDFPKGTQAGLCLHEILEDFKFGQAAAEQETLIADKLKKYGFE 1020
NTDB id 1132 OK783 RS01905 WP 010951035.1 LSRHTQTPDGGEEDACPSLDAAETSVPAMPSETPTASDGISIHDFPKGTQAGLCLHEILEDFKFGQAAAEQETLIADKLKKYGFE 1020
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo E IWLPAVAEMAEACRKTPLTGAYGLSDIPPGCRRPEMGFTLHTEDFGLKRLRDWLARDDIRLPEVCRAAAETLDFHTVNGFLNGF
NTDB id 80974 HT085 RS02260 WP 003690825.1 EIWLPAVAEMAEACRKTPLTGAYGLSDIPPGCRRPEMGFTLHTEDFGLKRLRDWLARDDIRLPEVCRAAAETLDFHTVNGFLNGF 1105
NTDB id 1132 OK783 RS01905 WP 010951035.1 EIWLPAVAEMAEACRKTPLTGAYGLSDIPPGCRRPEMGFTLHTEDFGLKRLRDWLARDDIRLPEVCRAAAETLDFHTVNGFLNGF 1105
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IDMVCQDPDGNIC I IDYKSNHLSAYTRQAMDEAVAHQHYYLQAL IYAVAAARYFKLRGQPPAAVSVRYLFLRGLDGKGGGVWRWD
NTDB id 80974 HT085 RS02260 WP 003690825.1 IDMVCQDPDGNICIIDYKSNHLSAYTRQAMDEAVAHQHYYLQALIYAVAAARYFKLRGQPPAAVSVRYLFLRGLDGKGGGVWRWD 1190
NTDB id 1132 OK783 RS01905 WP 010951035.1 IDMVCQDPDGNICIIDYKSNHLSAYTRQAMDEAVAHQHYYLQALIYAVAAARYFKLRGQPPAAVSVRYLFLRGLDGKGGGVWRWD 1190
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo IDAAALEQIK
NTDB id 80974 HT085 RS02260 WP 003690825.1 IDAAALEQIK 1200
NTDB id 1132 OK783 RS01905 WP 010951035.1 IDAAALEQIK 1200
consensus !!!!!!!!!!
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