
logo

MKRNQSHKGVI LFI SARRIQFLGIS ILMAGLTALIVSAYIASAMLI FSMALMQPVAYALSLKAADQANVADS IMLEITKSNLIVDKVPVALMANPQI
L
A
P
E
G
D
N
Q
G
R
T
V
R
E
L
I
K
D
R
L
F
V
M
QFDSNEKGLPVLPAKPQALQPRAQGSAFYTIQI

T
L
Q
E
K
N
QPAPSR I

L
A
V
I LDLFPIDGSKVTAGDQNMQGKQI

L
A
G
K
P

SDKT
Q

NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILIL..ISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILIL..ISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 80827 TSUB RS01060 WP 087020818.1 ................................................................................ 0
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ................................................................................ 0
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ................................................................................ 0
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ................................................................................ 0
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLG..T 76
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLA..K 77
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
consensus * * * * * * * * * * * * * * * * ****** *

logo

K
S
L
N
K
T

R
K
I
E
P
S
T

L
I
V
S
T
A
Q

V
L
T
G
N
N
S
E
T
L
A
R
H
SS IYVTNDI

V
S
T
V
E
A
S
A
V
D
K
G
D
K
Q
DRATSVRVALVTI IMLVKENMLRTDKHTNRDLTASGSVGLTKASLTFYSTPGTSYRKTVLAETQGGSTNI

L
N
T
V
W

Y
L
F
F
T
I
S

V
LKVWFLIVSGNGNS ISAKPSQASNTGTDSANLLSTAFKVELACNPASTKSAPVKASPAVLAPATVSYASVAQESPMVI

V
F
K
V
F
I

A
P
S
T

K
N
P
Q
A
Y
V
E

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSK.............EVFITNQV 145
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSK.............EVFITNQV 145
NTDB id 80827 TSUB RS01060 WP 087020818.1 ................................................................................ 0
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ...........................MKNGLKT..YVAQTWLTLWVG.....LALCAS.............SMVFS.AE 32
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ...........................MKNGLKT..YVAQTWLTLWVG.....LALCAS.............SMVFS.AE 32
NTDB id 1408 DSB67 RS13980 WP 010643500.1 .........................MKMRHGLTLTPRKLTGLFSLWFS.....LLLAP................FVA.AE 33
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPY 156
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT..........PVAT..SA....... 138
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK..........PLPV..VS....... 138
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK..........PLPV..VS....... 138
consensus * * * * * * ** ** ** ** * *** ** *

logo

E
M
P
S
V
V
N
P
A
N
P
T
A
Q

G
Q
S
T
A
K
P

R
H
Q
N
A
E
Q
S
G

L
V
I
G
R
S
E
K

S
R
NIGDFQRTGVRDINGASEKDEKQQKGDNAGEAGNRLVI

L
V
L
I
V
A
I
V
E
D
F
V
L
Q
V
L
A
S

N
D
G
S

S
T
P
A
Q
T
G
S
N

L
I
T
A
S
I
V
P
P
I
V
N
DI
V
E
K
T
Q
E
K
R
Q
R
Q
V
K
Q
G
G
Q
K
E
S

A
E
G
K
I
V
L
Q
R
S
V
L
V
I
E
N
D
R

V
T
L
F
A
P
I
L
G
K
N
I
T
A
Q
S
D
K
L
V
I
K
A
P
N
L
T
D
A
E
N
D
H

Q
K
L
R
M
A
L
V
K
R
Y
I
L
R
Y
LNDTVTSNKDFHSASTVPVAEQSDFIS IVNTDESTMAVSQYFALQNRLQEKDSTKEGDGKPSGNRTKSVAVGT

NTDB id 1284 ACE17W RS12370 WP 010946666.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 80827 TSUB RS01060 WP 087020818.1 MPNTNSVENIDFRRDKDGNGVLIAEFANPQAIVNVERRKQALQVDVLNTALPNELLYILDVNDFATVVSDVETFLLEDGA 80
NTDB id 1186 GTF74 RS01320 WP 000788426.1 SATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPST 112
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPST 112
NTDB id 1408 DSB67 RS13980 WP 010643500.1 EVQSNSLKSIDFRTNKDKDAVIVVELVSPAAIVDIKRVQEGLSIDLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTT 113
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRT 236
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNG 218
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
consensus * * * *!*!** ********* * ******** **** * **** ******* !!***! *******



logo

S
Q
V
R
M
I
L
S
V
T
A
L
V
I
E
S
Y
L
T
Q

I
P
T
V
S
T
D
K
S

E
G
L
E
S
D
F
Y
D
S
G
Q
E
H
Y
L
F
M
D
A
V
Y
Q
R
T
Y
L
Q
N
K
T
V
A

D
N
E
G
R
N
K
R
K
Q
Y

F
L
R
M
E
T
I
V
K
D
V
S
M
I
L
V

G
F
S
K
Q
K
P
R

M
P
L
P
K
Q
T

R
T
D
A
Q
D
K
N
E

D
V
N
E
A
V
I
K
E
A
P
V
R

L
P
R
K
Q
T

D
N
R
P
S
A

Q
K
SQS
L
K
V
K
L
Y

D
E
N
S
K
I
K
N
V
T

F
V
P
L
Q

A
D
K
E
V
N

F
K
Y
S
E
TGENKPRLKLI S ILDNFQNDIDSEP I

VRSARNVLQLVILADYFNTNQDGLFINLMVTAVASDTKSV
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQA..KLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKV 303
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQA..KLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKV 303
NTDB id 80827 TSUB RS01060 WP 087020818.1 RLVLSTKGDYEYDYQLNGKQLRVVMKQPPRQEVATAQSQVETVKYTGEPISINFQDIPVRNVLQLVADYNDFNLVVSDSV 160
NTDB id 1186 GTF74 RS01320 WP 000788426.1 QLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPKPK...SVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSV 189
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPKPK...SVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSV 189
NTDB id 1408 DSB67 RS13980 WP 010643500.1 RLVAYIDEDYSHDYRLTGRYLEVKVGKLKANEKAPDK...SILDKEGKLISINFQDIPVRNVLQLIADYNQFNLVVSDSV 190
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERR..KKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTV 314
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VISIQSTGSYEYMAYQAENKLTISLKRPQDNV.RLN..SKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSV 295
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTS..LYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSV 294
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTS..LYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSV 294
consensus *** * ***** ** * * * **** *** **!***!**!!*! *! !!!!*!!****!*!**!*!

logo

E
V
QGDNVLITLHRLQNKDNGDI

VPWEQDQVALDLIVI LRTQKVTRQKNGLDKRKVRELKDNGNVLVMIWLVIDATPAVKSDEASE I
M
L
A
E
I
D
A
L
K
N
S
A
M
RELRKEDQEAQEALEKSKAI

A
V
Q
Q
R
A
K

M
T
L
Q

A
E
I
S

A
K
T
V
EE
K
I
LEGAEDP I

L
E
S
K
Q
R

R
T
S
D
E
I
Y
L
Y
I
L
S
K
Q
V
L
I
K
N
F
YAKAGSADI EMAEGKVA

NTDB id 1284 ACE17W RS12370 WP 010946666.1 QGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAV 383
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAV 383
NTDB id 80827 TSUB RS01060 WP 087020818.1 VGNVTLRLDGVPWEQVLDLILRVRGLDKRVEGNVVLVAPKAELEKNELEALEAQKMEEELAPLETELYSINFAKAGDIAA 240
NTDB id 1186 GTF74 RS01320 WP 000788426.1 VGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAA 269
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAA 269
NTDB id 1408 DSB67 RS13980 WP 010643500.1 EGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLREKQQLEKQKLEKEIGELSSEIIKVNFAKASDIAE 270
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAK 394
NTDB id 1009 ACIAD RS15175 WP 004923730.1 QGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEK 375
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMG 374
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMG 374
consensus *!**!!*! **!!*!*!!**!****!!!!* !!!*********** !** * *** * *************!!!*!!**

logo

M
L
F
L
I
A
N
Q
G
K
T

S
D
Q
G
T
V
G
R
T
S
E
D
S
K
G
N

D
G
S
Q
N
G
S
G
T
N
Q
S
G
E
N
L
G
S
Q
N
HTSGGGTSTSTNGLSNATTGVEDPSLGDNSNVI

N
V
G

T
N
S
K
M
L
E
L
G
T
S
G
E
P
DRGAKTSMVITSLTQIVDPADERTNASTVILWLIAVIYQNRQEDPVLTQSAGPADETQQRSKNLQIADEEQVLVIARRKELMIVIKSDEDLQSLDVIAQP I

V
R
K

NTDB id 1284 ACE17W RS12370 WP 010946666.1 LIKD..KQ.............................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVK 432
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LIKD..KQ.............................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVK 432
NTDB id 80827 TSUB RS01060 WP 087020818.1 LLAGTEDG.............................ISLLTDRGAVSTDERTNAVIVRDVPAQQEVIAKLISDLDIAIK 291
NTDB id 1186 GTF74 RS01320 WP 000788426.1 MIGG.EGN.............................VNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVK 319
NTDB id 1175 A1552VC RS12105 WP 000788426.1 MIGG.EGN.............................VNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVK 319
NTDB id 1408 DSB67 RS13980 WP 010643500.1 MING.EGN.............................ISMLSDRGSMTIDERTNSLLIRELPENIEVIREIIESLDIPVK 320
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LFQSVTSDGGQEG..........................KEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVR 448
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVK 446
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVK 454
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVK 454
consensus ** * *****!!****!*!!!******* ** ****** !!****



logo QVLMQVI EAR IVERTI
A
V
D
K
N
S
T

V
K
T
E
D
S
G
D
Y
N
F
D
M
T
L
S

D
S
E
Q
K
A
S
D
E
M
I
LG I

VKRWGGFIVATMLSNYRSHIPQTKTGNHIGLNTSQVWNHATNSSGNVNLLSVGYGTGSKLSIDENGSTATNI
L
A
I
W
A
G
T
Q
N
M
I
K
L
K
P
G
R
D
N
E
L
E
Y
L
P
A
K
N
D

D
E
G

G
M
L
N
A
G
C
E
S
K
R
N
S
D
G
P
E
D
I
T
D
E
T
A
P
G
K
S
A
G
C
G
S
N
Y
D

E
K
S
T
V

F
Y
V
P
T
T
I
TGTGS

E
P
I
K
M
L
V
R

S
E
P
D
P
E
R
D
S
Y
R
F
N

P
L
F
NLVNDL

NTDB id 1284 ACE17W RS12370 WP 010946666.1 QVLIEARIVEVTKDFSQDIGIRWGVSRPTHL......SGTLEGA.......NELARG.TAPANVV.....PLERRLNLDL 493
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QVLIEARIVEVTKDFSQDIGIRWGVSRPTHL......SGTLEGA.......NELARG.TAPANVV.....PLERRLNLDL 493
NTDB id 80827 TSUB RS01060 WP 087020818.1 QVQIEARIVTVDEGDLSALGVKWGFSNTNGSVAG...GGSIESNIWAMP.....GRS.IEGKDSV.....EMDDYLNVNL 357
NTDB id 1186 GTF74 RS01320 WP 000788426.1 QVQIEARIVTVKEGNLEELGVRWGVMSTNGSHSV...GGSIESNLWQKGLLAD.........DEF.....PVDEFLNVNL 382
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QVQIEARIVTVKEGNLEELGVRWGVMSTNGSHSV...GGSIESNLWQKGLLAD.........DEF.....PVDEFLNVNL 382
NTDB id 1408 DSB67 RS13980 WP 010643500.1 QVQIEARIVTINEGNMDELGVRWGFTSINGSHTV...GGSIENNLATIGLYDGGGEG.DDGGSSV.....GIDDFLNVNL 391
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QVMIEARIVEANVGYDKSLGVRWGGAYHKGNWSG....YGKDGN.IGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDL 523
NTDB id 1009 ACIAD RS15175 WP 004923730.1 QVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPD...SN.....GTYTI...ERPDNLNVDL 515
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDL 528
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDL 528
consensus !!**!!!!! ** *** **!**!!*** ** ********** * ** * *** ****!

logo

A
G
I
S
V
A
K
V
A
S
T
PLTTD

G
N
S

T
P
A
G
R
T
N
T
P
A
T
A
G
S
G
SVIGAI

F
S
A
Q
G
F
V
L
I
A
S
K
T
M
L
N
G
K
D
S
G
D
N
L
F
I
T

I
M
LLDLQELSAMLEQKQNSATDENSGNRYKGAELVIVI SQTSPKRVLVMI STSATDNQKEKQKATPAVKYVI LAEKSTQGSEQVTQEVIPYLQSEATSASTNSSAGAGSTSATASTI

T
V
T
S
A

NTDB id 1284 ACE17W RS12370 WP 010946666.1 AAAPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVA 570
NTDB id 1257 GCO85 RS04855 WP 163621000.1 AAVPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVA 570
NTDB id 80827 TSUB RS01060 WP 087020818.1 GIA...DPRASSIAFSVAKLGKNLLLDLELSALQAENKAEIVSSPRLMTADKKPAYIEQGVEIPYLESASSGA...ATIA 431
NTDB id 1186 GTF74 RS01320 WP 000788426.1 AST...SANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGA...STVA 456
NTDB id 1175 A1552VC RS12105 WP 000788426.1 AST...SANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGA...STVA 456
NTDB id 1408 DSB67 RS13980 WP 010643500.1 AAT...SPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSGA...TSVT 465
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GAK...DA.TSGIGIGFI.T.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTS 594
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GVT...TTGASSIAFGLISL.SDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTS 591
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GVS...NP.AGSIAFGLISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTS 603
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GVS...NP.AGSIAFGLISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTS 603
consensus * * * *********** * *!!!*!!!** ****!**!*!***** ** ! ***! **!!*****!*! ****

logo FQKDEKAALVLSLRENKVVTPNSQITPDNGKRLI IQLVVLMEKDVLEKNDQS IVANSTNKQDATRS IQRVPDNASGDQSYEGPVQTNYATVDMFAKQPLTGFVTGNKEGVEAALPVPAISLI IDNKTRKQNTNERVIDQGNATKQNI
V
M
LVEDNDNGQETI

V
I
V
I
LGGVIYFSKEQNHQAEDSTQKTI SMTNKNATVSTIQVENTDRKI

VP
NTDB id 1284 ACE17W RS12370 WP 010946666.1 FKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTFLGV...PAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIP 647
NTDB id 1257 GCO85 RS04855 WP 163621000.1 FKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTFLGV...PAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIP 647
NTDB id 80827 TSUB RS01060 WP 087020818.1 FQKAVLSLRVVPQITPDGRLILDLEVTQDSQGDTVDTGFGKAVSINTRRIDTQVMVEDGETVVLGGIFQHAITKTTDKVP 511
NTDB id 1186 GTF74 RS01320 WP 000788426.1 FKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVP 536
NTDB id 1175 A1552VC RS12105 WP 000788426.1 FKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVP 536
NTDB id 1408 DSB67 RS13980 WP 010643500.1 FKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVP 545
NTDB id 1193 PAKAF RS26665 WP 003161249.1 FKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNML..NGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVP 672
NTDB id 1009 ACIAD RS15175 WP 004923730.1 FKEALLSLEVTPNITPDGKILMELNIANDSINS.YAQ..NGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVP 668
NTDB id 1039 H0N27 RS01460 WP 031993779.1 FKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAP..NGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVP 680
NTDB id 1052 ABD1 RS15850 WP 001017033.1 FKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAP..NGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVP 680
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 FFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 FFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 80827 TSUB RS01060 WP 087020818.1 VLGDLPALGMLFRRDSENIQKREMLIFVTPQIVSQ................ 546
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LLGDLPLLGALFRRSYENVGKSELLIFVTPKVVIQ................ 580
NTDB id 1193 PAKAF RS26665 WP 003161249.1 FLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 FLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 FFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 FFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
consensus **!**!**! !!** ** * !*!*!*!!*** * *
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