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NTDB id 80567 L6490 RS28015 WP 236787299.1 .................MVAGKQLLLEELPSDLRRELSD.LKKEGEVICVQGVIKKASKYICQRCGNIEQRLFASFLCKRCSKVC 67
NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTELS..FSDEMIEWHIKNGYITAENSISINKRRYRCNRCGQTDQRYFSFYHS..SGKNK 81
consensus ***************** * **!! !!*** !* *** ! ! * * * * *! !*!!!* *!! ! ****** ! *

logo

L
TYCRKSC I

V
M
TMGRVSECEAVPVLVYRSGWI

K
E
HENREKGSENRWEKLSHIKSLQTWDKGKSLSLSGQEQKLAANQGVI

L I EA IKSKQKEESFLFL IWAVCGAGKTEMLFPYGI EESALNQKQ
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NTDB id 108 BSU 35470 NP 391427.1 LYCRSCVMMGRVSEEVPLYSWKEENESNWKSIKLTWDGKLSSGQQKAANVLIEAISKKEELLIWAVCGAGKTEMLFPGIESALNQ 166
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NTDB id 80567 L6490 RS28015 WP 236787299.1 QAMKERAARIYLTATPDEKWKRNFRTGKQKGIIVSGRYHRHPLPVPLFSWCGNWKKSLHHKKIPRVLLQWLKMYVNKKYPIFLFV 322
NTDB id 108 BSU 35470 NP 391427.1 KARKKNSTLVYLSATPPKELKRKALNGQLHSVRIPARHHRKPLPEPRFVWCGNWKKKLNRNKIPPAVKRWIEFHVKEGRPVFLFV 336
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