
logo MGSALERFLVI
VGRASGSGKSTKTLCI ILHNES IVQDEELKRQRARPFRGEKPTI ILFYLVPDEQMTFLQMTEQQYAELAIGKSTEPDMVGRGMS IRAQVFSFSRLAWKRVLQEHTVGGAMSRLP

NTDB id 80531 L6490 RS05945 WP 236787788.1 MSLRFVIGRAGSGKSTLCLHEVQEELKQRPRGETILYLVPEQMTFQTQQALIGSEDVRGSIRAQVFSFSRLAWKVLQEVGGASRL 85
NTDB id 120 BSU 10620 NP 388943.2 MGAEFLVGRSGSGKTKLIINSIQDELRRAPFGKPIIFLVPDQMTFLMEYELAKTPDMGGMIRAQVFSFSRLAWRVLQHTGGMSRP 85
consensus ! !**!! !!!!* !*** *!*!!* ! ! *!**!!!*!!!! ! **!* ! !!!!!!!!!!!!!*!!!* !! !!*

logo

F
H
I
L
D
T
E
S
A
TGVHQMLLRKI

L
I
VEESHRKDQEGFLKSVFYQKAASDEKQNSGFFTAEHQLVEGRSMI

L
A
TEFKRYCNLVETPESDNI

V
R
Y
E
R
I
M
A
W
E
Q
Q
S
G
L
D
T
AA
HSESSYAREGEQKRLVLASENKLVHYDLQS ILLY

NTDB id 80531 L6490 RS05945 WP 236787788.1 HIDEAGVHMLLRKIVESRKDGLSVFQKAAEQNGFFEHLGSMIAEFKRYNVTPSNVYEIWQQLDAHSSSAEQKLLANKVYDLQLLY 170
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NTDB id 80531 L6490 RS05945 WP 236787788.1 TTLTYEKIKQVAREEKIEMEKTIPLMEQPRFHSPALAHLEMHYEARPNEKFHGE.ASVKIHTAANLRAEVEGVAREIRRLVAEEN 339
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NTDB id 120 BSU 10620 NP 388943.2 LLPSMIVKRLEELFPHHKERLLTNEPEQVSDEEQLMYVVNKSVAQSFTASQLRLWTREY..DISDVWWSTYNVLMSEQD.RLQSK 760
consensus !!*! *!** *!!**!* *!!** *! !!* !! * ! !* !! ! ! ** ! !! !! ** *** !

logo

K
R
L
V
F
LSSLFFYRNERAVKQKQLESRTASVSRDQLYGDEKR IKQGSVSRMELTFNARCAPFYASHFAQSHGLHSLKRERDQFI FKLDEAPDIGEQLFHASASLKLR IASDRLLREREQKN

NTDB id 80531 L6490 RS05945 WP 236787788.1 RVLSSLFYRNRAQKLSTAVSRDLYGDKIKGSVSRMELFNRCAYAHFAQHGLSLRERDIFKLDAPDIGELFHAALKRIADRLLREN 849
NTDB id 120 BSU 10620 NP 388943.2 KLFSSLFFRNEVKQLERSVSRQLYGERIQGSVSRMETFNACPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQK 845
consensus ** !!!!*!! ! !!! !!!**! !!!!!!! !! !** !!! !!!*!*!! !!!*!!!!! !!! !! ! !!!

logo

L
R
D
TWARDLSTI

K
E
K
E
QCEHLFLSTYDVAVI

VEER I
LAPKLLQKREQI LLSSNRHFYYLVKEQKLQKQI IVFTRTVSGI I LRSEHAKASSGFVP I

V
D
GLELVPFGFMGGKTGPSLPPLMET
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