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NTDB id 80436 L6480 RS06010 WP 100651215.1 MIENWPKKPEGSQWTDDQWKAVVANGRDILVAAAAGSGKTAVLVERIIKKIINEENPVDVDRLLVVTFTNAAAQEMKNRIGEALE 85
NTDB id 119 BSU 10630 NP 388944.2 ...MNIPKPADSTWTDDQWNAIVSTGQDILVAAAAGSGKTAVLVERMIRKITAEENPIDVDRLLVVTFTNASAAEMKHRIAEALE 82
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NTDB id 80436 L6480 RS06010 WP 100651215.1 KVLIDEPGSQHVRKQLSLLNKASISTIHSFCLQVIRGYYYMLDVDPRFRIANQTENELLKEEVLDDILEEEYGIEDNTIFFELVD 170
NTDB id 119 BSU 10630 NP 388944.2 KELVQRPGSLHIRRQLSLLNRASISTLHSFCLQVLKKYYYLIDLDPGFRIADQTEGELIGDEVLDELFEDEYAKG.EKAFFELVD 166
consensus ! !* !!! !*!*!!!!!!*!!!!!*!!!!!!!** !!!**!*!! !!!! !!! !!* *!!!!** !*!!* * !!!!!!

logo RYTSTDRHSDDLDLQFRLMI
V
K
L
A
Q
L
V
H
Y
E
T
E
YSRASHPNPEAKWLDEKSFLVEHALYDVESEGKSATI EDELPVFYAYQSYLVKLEDI

V
A
K
F
M
Q
VLENGTAEKEQHKI

L
L
R
K
RALTELATKMALPDGGPA

NTDB id 80436 L6480 RS06010 WP 100651215.1 RYTSDRSDDDLQRMILALHTESRAHPNPEKWLDKLVEAYDVEGK.TIEDLVYASYLLEDVKFQLETAEQHIRKATELAMLPDGPA 254
NTDB id 119 BSU 10630 NP 388944.2 RYTTDRHDLDLQFLVKQVYEYSRSHPNPEAWLESFVHLYDVSEKSAIEELPFYQYVKEDIAMVLNGAKEKLLRALELTKAPGGPA 251
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NTDB id 80436 L6480 RS06010 WP 100651215.1 PRIETLQADVALLGTLSSAARESWTSLYEAMQNVSWQTLKRIKKSDYNEDVVKQVDSLRNKAKDEVKKLQEELFSRKPESFLRDF 339
NTDB id 119 BSU 10630 NP 388944.2 PRADNFLDDLAQIDELIQ.HQDDFSELYKRVPAVSFKRAKAVKGDEFDPALLDEATDLRNGAKKLLEKLKTDYFTRSPEQHLKSL 335
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NTDB id 80436 L6480 RS06010 WP 100651215.1 QDMHPVLEKLVQLVKVFTERFQAMKRDKGMVDFTDLEHFCLQILSEQSENGEMNPSAVALQYRNKFAEVLVDEYQDTNFVQESII 424
NTDB id 119 BSU 10630 NP 388944.2 AEMKPVIETLVQLVISYGKRFEAAKQEKSIIDFSDLEHYCLAILTAENDKGEREPSEAARFYQEQFHEVLVDEYQDTNLVQESIL 420
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NTDB id 80436 L6480 RS06010 WP 100651215.1 KFVTKDSESEGNLFMVGDVKQSIYRFRLAEPGLFLGKYKRFTQEGLGGGMKIDLAKNFRSRHEVLAGTNFIFKQIMGEEVGEIDY 509
NTDB id 119 BSU 10630 NP 388944.2 QLVTSGPEETGNLFMVGDVKQSIYRFRLAEPLLFLSKYKRFTESGEGTGRKIDLNKNFRSRADILDSTNFLFKQLMGGKIGEVDY 505
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NTDB id 80436 L6480 RS06010 WP 100651215.1 DADAELKLGATYPEGEDVAAELLCIQQTEEVIDGEEGAEVEKAQLEARLMAQRIKAMVDSGYEVYDRKNDSMRPVQYRDFVILLR 594
NTDB id 119 BSU 10630 NP 388944.2 DEQAELKLGAAYPDNDETETELLLIDNAEDTDASEEAEELETVQFEAKAIAKEIRKLISSPFKVYDGKKKTHRNIQYRDIVILLR 590
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NTDB id 80436 L6480 RS06010 WP 100651215.1 SMPWAPQIMEELKLQGIPVYADLATGYFEATEVNIMMNVFRVIDNPMQDIPLAAVLRSPIVGLSDEELATLRAHGKKGSFYEVMS 679
NTDB id 119 BSU 10630 NP 388944.2 SMPWAPQIMEELRAQGIPVYANLTSGYFEAVEVAVALSVLKVIDNPYQDIPLASVLRSPIVGADENELSLIRLENKKAPYYEAMK 675
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NTDB id 80436 L6480 RS06010 WP 100651215.1 SFLKGAPLEEEQELHDKLEWFYNLLQGWREFARQQSLSDLIWKVYGETGYYDFVGGLPAGKQRQANLRVLYDRARQYEATSFRGL 764
NTDB id 119 BSU 10630 NP 388944.2 DYLAAGD..RSDELYQKLNTFYGHLQKWRAFSKNHSVSELIWEVYRDTKYMDYVGGMPGGKQRQANLRVLYDRARQYESTAFRGL 758
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NTDB id 80436 L6480 RS06010 WP 100651215.1 FRFLRFIERILERGDDMGTARALGEQEDVVRIMTIHKSKGLEFPVVFVAGLGRRFNTQDLMKRFLLHKDFGFGSQFIDPRKRIKY 849
NTDB id 119 BSU 10630 NP 388944.2 FRFLRFIERMQERGDDLGTARALSEQEDVVRLMTIHSSKGLEFPVVFVAGLGRNFNMMDLNKSYLLDKELGFGTKYIHPQLRISY 843
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NTDB id 80436 L6480 RS06010 WP 100651215.1 TTLSQLAIKRKMKMELIAEEMRVLYVALTRAKEKLILIGTVKDANKEMEKWLDAREHSEWLLPDHIRAGASCYLDWIAPSLYRHR 934
NTDB id 119 BSU 10630 NP 388944.2 PTLPLIAMKKKMRRELLSEELRVLYVALTRAKEKLFLIGSCKDHQKQLAKWQASASQTDWLLPEFDRYQARTYLDFIGPALARHR 928
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NTDB id 80436 L6480 RS06010 WP 100651215.1 DSEMLLELGQGSIPDEIYGYDTSWKVEVVDGNTLLAPE..PVQEEKQELLEALREKKAVPLQSERKEEVYDRLMWKYGYEDATSH 1017
NTDB id 119 BSU 10630 NP 388944.2 DLGDLAGVP...AHADISGHPARFAVQMIHSYDLLDDDLEERMEEKSERLEAIRRGEPVPGSFAFDEKAREQLSWTYPHQEVTQI 1010
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NTDB id 80436 L6480 RS06010 WP 100651215.1 RAKQSVTEIKRNYQSEEG..SDNAFIKKLRAPIKTRPRFMEKKGLTYAERGTAVHAVMQHVDLKKPITVEVLQEQIAGMVNKELL 1100
NTDB id 119 BSU 10630 NP 388944.2 RTKQSVSEIKRKREYEDEYSGRAPVKPADGSILYRRPAFMMKKGLTAAEKGTAMHTVMQHIPLSHVPSIEEAEQTVHRLYEKELL 1095
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NTDB id 80436 L6480 RS06010 WP 100651215.1 TFEQAEEIAIEKVISFFDSDLGKRVLAAKSVEREVPFTMMLAAEEAYQDWQGKSEETILVQGVIDCMIEEEDGITLIDFKTDTIE 1185
NTDB id 119 BSU 10630 NP 388944.2 TEEQKDAIDIEEIVQFFHTEIGGQLIGAKWKDREIPFSLALPAKEIYPDAHE.ADEPLLVQGIIDCLYETEDGLYLLDYKSDRIE 1179
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NTDB id 80436 L6480 RS06010 WP 100651215.1 GKFLGGFEQAKPILEDRYKVQLSLYAKALEKSLQHPVKEKCLYFFDGNHVVNIEE 1240
NTDB id 119 BSU 10630 NP 388944.2 GKFQHGFEGAAPILKKRYETQIQLYTKAVEQIAKTKVKGCALYFFDGGHILTL.. 1232
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