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NTDB id 1002 ACIAD RS15100 WP 004923779.1 .....MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPST.AGSS 74
NTDB id 79968 LX00 RS16775 WP 000993718.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPAYQNYVARSQATAGYSEISNMRTGYDTELNDGTAITSLS........ 67
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGAVPTKLS........ 67
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1192 PA4525 NP 253215.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALATINPLKTTVEESLSRGIAGSKIKIGTTASTA 75
NTDB id 1197 PSJM300 03940 AFN76866.1 ...MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKTPSLT.......ST 70
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NTDB id 1002 ACIAD RS15100 WP 004923779.1 CVGVQEISAS.NATTNVATATCGASSAGQIIVTMDTT....KAKGANITLTPTYASGAVTWKCTTTSD..KKYVPSECRG 147
NTDB id 79968 LX00 RS16775 WP 000993718.1 QVGFTATSSGACSAIGVTNFGNDGAATNAITCTLKG...NPKIAGKIISLS...RSATGAWTCSTDIATTDEFLPKGCTG 141
NTDB id 1038 H0N27 RS01510 WP 000993725.1 DVGFTAATSSVCATYSIDAFTETD.GAGKITCTLKG...NPKIATKIVELT...RSTDGAWTCVSDVP..TEFLPKGCTA 138
NTDB id 1184 GTF74 RS02335 WP 000649326.1 R...LGTVEDMGDGKIVIAPTASGALGGTIKYTFDAG....VVSSSKIQLA...RDANGLWTCSTTVT..SEIAPKGCTA 148
NTDB id 1167 A1552VC RS11065 WP 000649326.1 R...LGTVEDMGDGKIVIAPTASGALGGTIKYTFDAG....VVSSSKIQLA...RDANGLWTCSTTVT..SEIAPKGCTA 148
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 R...LGTVEDMGDGKIVIAPTASGALGGTIKYTFDAG....VVSSSKIQLA...RDANGLWTCSTTVT..SEIAPKGCTA 148
NTDB id 1192 PA4525 NP 253215.1 TETYVGVEPD.ANKLGVIAVAIEDSGAGDITFTFQTGTSSPKNATKVITLN...RTADGVWACKSTQD..PMFTPKGCDN 149
NTDB id 1197 PSJM300 03940 AFN76866.1 DEGYIGITDS.TSY...CDVDLDTAADGHIECTAK.GGNAGKFDGKTITLN...RTADGEWSCASTLD..AKYKPGKCS. 139
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GGATPIATNEVGAITSTL
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ............ 147
NTDB id 79968 LX00 RS16775 WP 000993718.1 GGTPAVGAITTL 153
NTDB id 1038 H0N27 RS01510 WP 000993725.1 G.TPTEGAITSL 149
NTDB id 1184 GTF74 RS02335 WP 000649326.1 GATIN....... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 GATIN....... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 GATIN....... 153
NTDB id 1192 PA4525 NP 253215.1 ............ 149
NTDB id 1197 PSJM300 03940 AFN76866.1 ............ 139
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