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NTDB id 615 LCA RS02545 WP 011374200.1 ............MGQQVIACGRQFTAAQLADTQN....NNYSLPQIKRRPAFLRVKHRLVCQRCQQVVPPQ....TCL..PDGRH 63
NTDB id 79871 L6498 RS25275 WP 236803930.1 .................MVAGKQLLLEELSSDLRRELSDSKKKGEIICVQGVIKKASKYICQRCGNIEQRLFASFLCKRCNKVCT 68
NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTELSFS.DEMIEWHIKNGYITAENSISINKRRYRCNRCGQTDQRYFSFYHSS..GKNKL 82
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