
logo MKYHWFFL I I LFFMNCSWGQDPFDKTQRNRSQFDNAQI
TVMEQTE I I SSDVPNNLCGADENRQAAE IPLNALKLVGVVI SKDKAFAL

NTDB id 79561 HIY RS03425 WP 005656464.1 MKYWFFLIILFFMNCSWGQDPFDKTQRNRSQFDNAQIVMEQTEIISSDVPNNLCGADENRQAAEIPLNALKLVGVVISKDKAFAL 85
NTDB id 1346 HI 0436 AAC22095.1 MKHWFFLIILFFMNCSWGQDPFDKTQRNRSQFDNAQTVMEQTEIISSDVPNNLCGADENRQAAEIPLNALKLVGVVISKDKAFAL 85
NTDB id 1372 NTHI RS02650 WP 011272047.1 MKHWFFLIILFFMNCSWGQDPFDKTQRNRSQFDNAQTVMEQTEIISSDVPNNLCGADENRQAAEIPLNALKLVGVVISKDKAFAL 85
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LQDQAGLQI
VYSVLEGVDVAQEGYIVEKINQNNVQFMRKLGEQCDSSEWKKLSF

NTDB id 79561 HIY RS03425 WP 005656464.1 LQDQALQVYSVLEGVDVAQEGYIVEKINQNNVQFMRKLGEQCDSSEWKKLSF 137
NTDB id 1346 HI 0436 AAC22095.1 LQDQGLQVYSVLEGVDVAQEGYIVEKINQNNVQFMRKLGEQCDSSEWKKLSF 137
NTDB id 1372 NTHI RS02650 WP 011272047.1 LQDQGLQIYSVLEGVDVAQEGYIVEKINQNNVQFMRKLGEQCDSSEWKKLSF 137
consensus !!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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