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NTDB id 1307 DR RS10055 WP 010888596.1 MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEP...................LSASDTRKLMYSMMNE 61
NTDB id 79465 SKTS RS04850 WP 198420425.1 ...MTDIQELLKLMVERGASDLFISAEISPRMKIQGETLPVNLPAHRRQGDEKDDLKTHIPWPALKPGESKKIAYELMTS 77
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ....MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEAL....................SVADVTALLHAMMDD 56
NTDB id 1203 PSJM300 01605 AFN76401.1 ....MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTP...................MSPEMTRETVHGVMNE 57
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ....MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTK...................LDGDMIAQLIDSITTQ 57
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NTDB id 1307 DR RS10055 WP 010888596.1 RQQRIFEEKRELDFSFALGD.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGK 140
NTDB id 79465 SKTS RS04850 WP 198420425.1 AQRREFEQTKECNFALASDH.TGRYRVNVYYQRGEVSVAVRLIKADIPTFDVLGLPPQAAQLSMLKRGLVLMVGAAGTGK 156
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ARQAEFKQTREANFAVVRD..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGK 134
NTDB id 1203 PSJM300 01605 AFN76401.1 QQRREFTENHECNFAISARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGK 136
NTDB id 1019 ACIAD RS04205 WP 004922051.1 KQRQEFIETHECNFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGK 137
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NTDB id 1307 DR RS10055 WP 010888596.1 STTLASMIDHINTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVT 220
NTDB id 79465 SKTS RS04850 WP 198420425.1 STTLAAMVGHRTKMVDGRIITIEDPIEFLFTHGKSMVEQREVGVDTLTFGDALRNAMREAPDVIVIGEIRDRETAQHAIM 236
NTDB id 1177 A1552VC RS01165 WP 000422572.1 STTMAAMTGYRNQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMT 214
NTDB id 1203 PSJM300 01605 AFN76401.1 STSLAAMIGYRNKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVA 216
NTDB id 1019 ACIAD RS04205 WP 004922051.1 STSLASMIQHRNQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALA 217
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NTDB id 1307 DR RS10055 WP 010888596.1 AAETGHLVMGTLHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIRE 300
NTDB id 79465 SKTS RS04850 WP 198420425.1 YAEAGALCISTLHSNNANQAVERLINFFPEDARKQVLMDLSLNLKGVISQRLIPGMEGG.LVLATEVLLQSAYSSDLIQK 315
NTDB id 1177 A1552VC RS01165 WP 000422572.1 FAETGHLCMATLHANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRR 294
NTDB id 1203 PSJM300 01605 AFN76401.1 FAETGHLCLATLHANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRK 296
NTDB id 1019 ACIAD RS04205 WP 004922051.1 FAETGHLVFATLHANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQ 297
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NTDB id 1307 DR RS10055 WP 010888596.1 GKTFQITSVMQTGAREGMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAG....LGGASMTPAAPPVPAYN 376
NTDB id 79465 SKTS RS04850 WP 198420425.1 GQIDVLKDAIKKGTEVGMQLFDDCLYKLYKARKISEQEALHNADSRTDLALKIKLS........................ 371
NTDB id 1177 A1552VC RS01165 WP 000422572.1 GELHELKATMARSQEVGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDY...GSGSLQNVKI...... 365
NTDB id 1203 PSJM300 01605 AFN76401.1 GEVHELKGLMKRSTDLGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEHLTSVS.QGLTL...... 369
NTDB id 1019 ACIAD RS04205 WP 004922051.1 GEIYKIKELMARSGELGMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPLDNRERMSEMER...... 371
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NTDB id 1307 DR RS10055 WP 010888596.1 SASSSSTGRGGDFGRGAAAPATPAAPAAGRSEPGRAGGFGRR 418
NTDB id 79465 SKTS RS04850 WP 198420425.1 .......................................... 371
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ..DME..................................... 368
NTDB id 1203 PSJM300 01605 AFN76401.1 ..EMSDDDPGRSFR............................ 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ..KMTFDGQRRNLK............................ 383
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