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NTDB id 79349 KH172YL63 RS15535 WP 173106955.1 MLNSKTRWIMTESDEHKIKELKEQLNVPELVAKLLINRGLDDPEEARDFLFDSGDSFHDPFLFEDMKTATDRIHKAIEAG 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! !! !! * *! *!*! ! !!!****!!! !!* !! ! *! !! !!* !*!!! !! ! !!!* !!
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NTDB id 79349 KH172YL63 RS15535 WP 173106955.1 ERILVYGDYDADGVSSTSVLMTVLRDLGADAEFYIPNRFSEGYGPNEDAFRWASDEGFTLIITVDTGISAVNEARLAKEL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !*!**!!!!!!!!!*!!!!*** ! ! ! *!!!! !! !!!!!!! !!! * !!*!!!!!!!!! !!*!!**!!!!
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NTDB id 79349 KH172YL63 RS15535 WP 173106955.1 GMDLIITDHHEPGPELPETYALLHPKVEGTAYPFGELAGVGVAFKLAHALYGELPVHLLDLAAIGTIADLVPLRGENRLL 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*!*!!!!!!!!!!!!!* !**!!! *!* !!! !!!!!!!!!!!!!!! !!!! *!!!!!!!!!!!!!!!!* !!!!*
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NTDB id 79349 KH172YL63 RS15535 WP 173106955.1 AKRGLAQLRVTNRLGIKALCKIANASQQEITEETVGFMIAPRINAVGRLGDADPAVELMMTEDSEEAKALAEEIDGLNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !! !! !!!!!*! !*!* * ! !!!!!! *!!!*!!!!!* !!!!!*!*!*!!! !! !! !!! !!!!
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NTDB id 79349 KH172YL63 RS15535 WP 173106955.1 RQAIVSKMTEEAVEMVEKDFPLDENGVLVIGKEGWNPGVVGIVASRLVDKFYRPTIVLSFDSEKGTAKGSARSIVGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGL..DQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! *!!!!!*!!*!!!! ***** *!**! !!!!!!!!!!!!*!!!*!!!! !!! ! !!! !!!!!!!! !! !!
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NTDB id 79349 KH172YL63 RS15535 WP 173106955.1 KNLSTCRDILPHFGGHPMAAGMTLQLTDVAELRERLNELASAQLTEEDFIPVTQLDASVTVGEITVESIEKLQLMAPFGM 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus !! !!!!!!!!!!!!!!!!!!! !!**!! !!!!*! !!!!!!!!! *! * ! *!!!!!! **** !!!!
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NTDB id 79349 KH172YL63 RS15535 WP 173106955.1 KNPKPKWIIDNVSIEHYKKIGSSQNHLKLVLQDDGIQLDGVGFGMGELADHMTPFTPASIIGELSINEWNNRKKPQVFLQ 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus !!!!* ***! *!* *!!! !*!* * * !!!*!!! !!! *** ! ** !!*!!*!!!!!!!!!!!!* *



logo DAVAKI
V
D
S
E
QWQLFDLVRGI

K
K
R
Q
T
F
W
E
Q
D
K
T
W
N
V
E
S
A
L
I
LPASAEKRKRAHI IVCSFKNERDSSTLTDTKL ILQTDEDLLSKREREVHTLVI

L
E
S
E
S
G
K
A
D
D
Q
A
LKADFLDRLTDEGATSYI

LVLLDLPPPTSKL
NTDB id 79349 KH172YL63 RS15535 WP 173106955.1 DVKIDQWQLFDVRGIKQFQKWNELIPAERKHIICFNRSTLDKI..DLSKEEVTLLEEGADLKDLRTEGTSLVLLDLPTSK 638
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
consensus ! * !!!!!*!! * * *! ***!**! * **** * !!*** ! *! *!!!!*!*!
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NTDB id 79349 KH172YL63 RS15535 WP 173106955.1 PLLDELLKRGRPHRIYAHFFQEEDHFFSTMPSRDHFKWYYGFLTKRGSFDLNKHGEDLAKYKGWSKETIDFMSQVFFELK 718
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
consensus **! !! !*!!! *! **!!!! !! ! !!!!!!!!*!! !!! !!* !!! *!!!*!!!! !!! !!* !!!*!
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NTDB id 79349 KH172YL63 RS15535 WP 173106955.1 FVTIVNGFISLNPEKTKKDLSESRTYQKKQQQYELENELLYSSYQELKAWFDERIEESVTIEEEVKAWT 787
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT. 786
consensus !! ! !! *!* * !*!!**! !!! !!! !!** ! !!! !!! ! * ! * *
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