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NTDB id 79348 KH172YL63 RS15425 WP 173106937.1 TCVKQGHVYLEAEELIVTVKELLEKSQPEKIEY..TDISTQLVSLEEESKVVGEGTKVYVPSLYFSEKGIVTNIEKILSQ 318
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NTDB id 79348 KH172YL63 RS15425 WP 173106937.1 TQYKDQFPQSEFLLSLGALEDRLGVQYAPSQKEAIETALMSPMLLLTGGPGTGKTTVIKGIVELFADLHGCSLDPKDYK. 397
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NTDB id 355 BSU 27480 NP 390625.1 DIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAI 719
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