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NTDB id 79344 KH172YL63 RS14185 WP 173106719.1 MLQELSIKNFAIIDALSLSFEEGLTVLSGETGAGKSIIIDAIHLLVGGRGSSEYVRHGEKKAEIEGLFILDNETHPCFQK 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLES.GHPVLGV 79
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NTDB id 79344 KH172YL63 RS14185 WP 173106719.1 AASFGIEIEEGMIILRRDISSTGKSVCRVNGKLVTIAIMREIGGSLIDIHGQHEHQELMNESLHLSLLDQFGGNDIAACL 160
NTDB id 352 BSU 24240 NP 390304.2 CAEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESAL 159
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NTDB id 79344 KH172YL63 RS14185 WP 173106719.1 ESYGEVYKEYLSIYKQLRRLNENEQEMAHRLDLIQFQLKEIQDAELQLNEDEELQEEKRKLTNFEKLFEALQTSYDSIQG 240
NTDB id 352 BSU 24240 NP 390304.2 KTYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS 239
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NTDB id 79344 KH172YL63 RS14185 WP 173106719.1 ERKGMDWAGLAMSHLETAAEVDAQHEKTLESVSNAYYMLEDAAHQVRGALDQLEFEPNRLDLIESRLNEINGLKRKYGSS 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
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NTDB id 79344 KH172YL63 RS14185 WP 173106719.1 VEEILAYSSKIEEEIETITNKDSHVEQLQRKLQSLEKDLSLEAKNLTETRKSWAKKLTASIHEQLKQLYMDKTKFEVRFV 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
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NTDB id 79344 KH172YL63 RS14185 WP 173106719.1 KSGDKES.......FSFQHFKKDGWDTVEFYISTNPGEPLKPLSKVASGGELSRIMLAMKTIFSKHQGITSIIFDEVDTG 473
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
consensus ******* * * ! ! ! ! !!!!*!!!!!*!!!!!!!!!!!!*!!!*!*!!! *! *!!!!!!!!!!!

logo VSGRVAQAS IAEKIHYKQVAS IVGHSQVLMC I STHLPQVAAMADCTHLFYIAKEKLKSDGGRTSTTRTVKPRLQSEKQVDEKI
V
A
KE IGSRMIASGVE I

VTDLTKL
NTDB id 79344 KH172YL63 RS14185 WP 173106719.1 VSGRVAQSIAEKIYQVAVHSQVMCISHLPQVAAMADCHLFIAKKLSGGRTSTTVKRLQEVDKIKEISRMISGVEITDLTL 553
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
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NTDB id 79344 KH172YL63 RS14185 WP 173106719.1 EHAKELLQLAASIKKT. 569
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG 576
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