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NTDB id 79311 HRS36 RS14420 WP 226905481.1 MRQKLHSITQTLRLPSICILCNQFHKSTLAVCSSCIEFIKPLGPACQHCATPLPDKDYPVCGQCIQKPPHFDRALVNYRFEEPLR 85
NTDB id 1270 LPP RS11540 WP 015961431.1 MLQKFLSITQNLRLPSICTLCNQFHKSQLAVCSNCMEFMKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRFEEPLR 85
NTDB id 1247 GCO85 RS11680 WP 015961431.1 ......................................MKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRFEEPLR 47
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NTDB id 79311 HRS36 RS14420 WP 226905481.1 SLLHHFKYNNGLYLSSFLSQIMLHSAQNQSISAQCLIPVPMHSKRLKQRGFNQAALLAKRLARKLNLPYDATTCQKIINTTPQAS 170
NTDB id 1270 LPP RS11540 WP 015961431.1 SLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQKIINTASQAN 170
NTDB id 1247 GCO85 RS11680 WP 015961431.1 SLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQKIINTASQAN 132
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NTDB id 79311 HRS36 RS14420 WP 226905481.1 LNSEQRKKNLHHAFHAGPLPYEHVILIDDLLTTGCTANELARTIKKTGVQKVDLWCCARTVKN. 233
NTDB id 1270 LPP RS11540 WP 015961431.1 LDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 234
NTDB id 1247 GCO85 RS11680 WP 015961431.1 LDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 196
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